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PQ759887.1:19,171-37,462 (+)

I S A S | |} J - — -_—
PQ249395.1:19,171-37,462 (+)

Alt-like RNA polymerase ADP-ribosyltransferase
Alt-like RNA polymerase ADP-ribosyltransferase

L~ ————————— e — | | § | N . _—
PQ759885.1: 18,555-36,845 (+)

| e e ————————le e ] 1 B N ] J -

PP400786.1:17,228-35,404 (+)

PV654520.1:17,573-837,257 (+)

PQ510734.1:17,516-37,123 (+)

PX759568.1: 18,298-38,037 (+)

0Q378934.1:17,447-34,319 (+)

MZ150757.1:17,537-35,584 (+)

0Z209057.1: 18,276-36,401 (+)

07209023.1:18,276-36,401 (+)

MT984581.1: 18,276-36,401 (+)

0Z035787.1:18,276-36,401 (+)

HM137666.1:18,276-36,401 (+)

KJ477684.1:18,276-36,401 (+)

0OL964735.1:18,276-36,401 (+)

KM607003.1:18,277-36,402 (+)

KM607002.1: 18,276-36,401 (+)
unknown function unknown function

KJ477685.1:18,276-36,402 (+)

KJ477686.1:18,276-36,401 (+)

NC_000866.4: 18,243-36,363 (+)
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ON720975.1:17,578-36,433 (+)

PP987310.1: 18,266-37,513 (+)

0OM339528.1:16,902-36,221 (+)

AP018813.1:16,902-36,221 (+)

PV958097.1:16,957-36,276 (+)

NC_054931.1:16,902-36,221 (+)

PV648364.1:16,902-36,221 (+)
Qgseplate hub subunit and tail length
baseplate hub subunit and tail length

I
PV648363.1: 16,902-36,298 (+)

MH751506.1: 16,902-36,221 (+)
baseplate hub subunit and tail length
baseplate hub
basgblate hub
B;seplate hu
baseplatehub baseplate tail tube cap  Alt-like RNA polymerase ADP-ribosyltransferase

I
PQ666539.1:17,872-37,640 (+)
Alt-like RNA polymerase ADP-ribosyltransferase
Alt-like RNA polymerase ADP-ribosyltransferase
baseplate hub distal subunit

baseplate hub distal subunit AItTIikg RNA polymerase ADP-ribosyltransferase
baseplate hub Alt-like RNA polymerase ADP-ribosyltransferase

bas&:late hub ‘ TP—dépendggt DNA ligase
Basep@e hub baseplate ggil tube cap ATP-dependent DNA ligase unknown function
\ baseplate hub baseplate tail tube cap \ \ \ unknown function
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PQ666542.1:17,866-37,647 (+)
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover tail
— L]

unknown function
N



