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FmdB-like transcriptional regulator (CDS_0120) exonuclease (CDS_0125)
DNA topO|somerase Il large subunit (CDS_0118) CDS_0122 unknown function (CDS 0124) CDS_0128 Srd anti-sigma factor (CDS_0131)
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NC_054925.1:80,504-87,274 (+)
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MT515758.1:77,545-83,284 (+)

CDS_0109 unknown function (CDS_0112)
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PQ799574.1:56,287-62,248 (+)
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unknown function (CDS_0113)
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CDS_0107 unknown function (CDS_0112)
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CDS.0118 | CDS0120
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MotB-like transcriptional regulator (CDS_0115)
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MotB-like transcriptional regulator (CDS_0121)
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NC_054907.1:80,793-86,569 (+)
CDS 0117
unknown function (CDS_0116) | CDS_0118
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MotB-like transcriptional regulator (CDS_0111)
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MZ065353.1: 79,284-84,689 (+)
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PP738980.1:76,349-81,525 (+)
unknown function (CDS_0109)
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unknown function (CDS_0110)
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NC_054913.1:77,168-81,907 (+)

CDS_0109 unknown function (CDS_0111)
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exonuclease (CDS_0116)
MotB-like transcriptional regulator (CDS_0114) CDS_0117
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MotB-like transcriptional regulator (CDS_0116)
unknown function (CDS_0117)
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PP400788.1:77,057-84,521 (+)

CDS_0114
CDS 0113 | CDS 0118
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NC_000866.4:76,010-82,961 (+)

[ 3000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function
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