NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0179)
PinA anti-TA (APIS014) (CDS_0181)
unknown function (CDS_0186)
anaerobic ribonucleotide reductase small subunit (CDS_0178) CDS_0183
CDS 0182 CDS 018
endonuclease VII (CDS_0180) | CDS 0184

CDS_0187 CDS_0188

MZ501065.1: 113,060-118,586 (+)
CDS_0068

PQ799574.1:30,761-36,373 (-)
homing endonuclease (CDS_0178) CDS_0183

0OP978391.1:114,863-121,099 (+)
homing endonuclease (CDS_0183) CDS_0187

0K148441.1:115,304-121,939 (+)
HNH endonuclease (CDS_0182) CDS_0187

NC_031030.2: 113,849-120,204 (+)
CDS_ 0191

MZ501106.1:115,866-123,034 (+)
ribonucleotide reductase (CDS_0186) CDS_0187

MZ501050.1:113,135-119,911 (+)
ribonucleotide reductase (CDS_0180) CDS_0181

ON782582.1: 113,120-119,069 (+)
CDS 0183  CDS.0186

PQ553088.1:115,398-122,035 (+)
CDS.0177

NC_008515.1:111,600-117,334 (+)
CDs_0182 ribonucleotide reductase (CDS_0188) CDS_0189

MZ234052.1:115,381-122,364 (+)
ribonucleotide reductase (CDS_0179)
ribonucleotide reductase (CDS_0178) | CDS_0180

MT932213.1: 113,025-118,879 (+)
CDS_0177 ribonucleotide reductase (CDS_0183) CDS_0184

MT968995 1:112,940-119,341 (+)
ribonucleotide reductase (CDS_0182) CDS_0183

534684.1: 111,387-117,665 (+)
ribonucleotide reductase (CDS_0186) CDS_0187

| ]
NC_054927.1:113,924-121,027 (+)
CDS_0184

MK327928.1: 114,441-120,296 (+)
ribonucleotide reductase (CDS_0186) CDS_0187 unknown function (CDS_0190) CDS_0193
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LC620505.1:114,141-121,278 (+)
ribonucleotide reductase (CDS_0178)
CDS 0171 CDS_0175 CDS_0176 CDS_0179

——
NC_025448.1:112,193-118,683 (+)

antitoxin from a toxin-antitoxin system (CDS_0194)
CDS_ 0199  CDS_0200
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NC_019399.1:114,856-121,912 (+)

ribonucleotide reductase (CDS_0192) antitoxin from a toxin-antitoxin system (CDS_0193)

PQ871103.1: 116,922-124,003 (+)
ribonucleotide reductase (CDS_0178) CDS_0179

NC_054942.1:111,897-118,809 (+)
ribonucleotide reductase (CDS_0182)
CDS_0179 CDS_0183

|*

PQ356294.1:111,859-118,995 (+)
ribonucleotide reductase (CDS_0187) CDS_0188

0Q446694.1:114,672-122,428 (+)
ribonucleotide reductase (CDS_0180) CDS_0181

PQ493298.1: 111,296 118,671 (+)
ribonucleotide reductase (CDS_0181) CDS_0182

OVB77085.1: 112,223-119.465 (+)
ribonucleotide reductase (CDS_0184) CDS_0185

e —
NC_054910.1:111,832-118,814 (+)

ribonucleotide reductase (CDS_0191)
homing endonuclease CDS_0192

T
0OP870145.1:120,413-125,075 (+)
antitoxin from a toxin-antitoxin system (CDS_0187)
ribonucleotide reductase (CDS_0186) TEDS_OlBB

569032.1: 114,592-121,804 (+)
antitoxin from a toxin-antitoxin system (CDS_0186)
| cps.0187

PQ352352.2:112,928-120,351 (+)
ribonucleotide reductase (CDS_0186)

PQ759887.1:114,761-123,115 (+)
NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0185)
anaerobic ribonucleoside reductase large subunit (CDS_0183) ribonucleotide reductase (CDS_0189) CDS_0196
HEase_00031 homing (CDS_0184) CDS_0190 CDS_0195 T CDS_0197

E

KJ477685.1:112,596-122,146 (+)
ribonucleotide reductase (CDS_0184) CDS_0185

E

KJ477686.1:111,443-119,942 (+)
ribonucleotide reductase (CDS_0187) CDS_0188

0L964735.1: 113,631-121,928 (+)
CDS_ 0184

MH355584.1:113,291-120,161 (+)
ribonucleotide reductase (CDS_0183) CDS_0184

MT682709.1:110,841-117,860 (+)
ribonucleotide reductase (CDS_0188)

CDs_0185 CDsS_0189
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o

N720975.1:112,297-119,470 (+)
ribonucleotide reductase (CDS_0192)

MZ150757.1:118,958-123,398 (+)
antitoxin from a toxin-antitoxin system (CDS_0179)
ribonucleotide reductase (CDS_0177) Tunknown function (CDS_0183)
ribonucleotide reductase (CDS_0178) —|_unknown function (CDS_0185) CDS_0186

!

NC_054931.1:111,533-119,511 (+)
CDS_0178 CDS_0180
| cDs_0179 CDS_0182 CDS_0185

. I—— | — ——
PV648360.1: 116,204-122,846 (+)
CDS_0176
. N E— —
NC_055718.1:114,506-121,350 (+)
CDS_0178

NC_055749.1:114,112-121,233 (+)
CDs 0183

NC_041990.1:115,057-122,570 (+)
CDS_0165

—
MW512264.1: 106,286-112,987 (+)

CDS_0182 unknown function (CDS_0187)

MK373774.1:115,902-122,777 (+)

CDs_0182 CDS_0184

| cps_ 0183 unknown function (CDS_0191)

MZSOlO47 1:114,947-124,044 (+)

CDS_0183 CDS_0185
CDS_0184

0Q599310.1: 115,455-123,206 (+)

CDS_0178 CDS_0180
'CDS_0179

——— —
MK3737841 113,939-122,034 (+)

CDS_0179 CDS_0181

MK962756.1:113,243-121,185 (+)
CDS_0185

OQ067374 1:118,304-123,976 (+)
CDS_0177

PP400782.1:115,315-121.431 (+)
CDS_ 0180

PQ511148.1: 114,855-120,674 (+)
CDS 0176

NC_055781.1:113,196-119,292 (+)
CDS.0182

OR352947.1:114,590-120,558 (+)
CDS_0179

OR352946.1: 114,512-121,307 (+)
CDS 0184
CDS 0183 | CDS 0185

]
PP434429.1:115,240-122,268 (+)

CDS_0179
| cbs_0180
T -_— N
MN850651.1: 114,732-121,579 (+)
CDS_0180
| cbs_o181

OR062947.1:116,452-124,015 (+)
antitoxin from a toxin-antitoxin system (CDS_0175)
CDS_0174 | CDS. 0176

OP114733.1:113,893-120,716 (+)
antitoxin from a toxin-antitoxin system (CDS_0169)
CDS_0168 | CDS 0170

<

N850622.1: 109,018-116,191 (+)
CDS.0189

e v
MK373782 1:117,272-125,267 (+)

CDS.0177

N e E— s —
PP400777.1:114,143-121,171 (+)
CDS_0183
e e I I I —— S —
NC_054940.1: 115,268-123,624 (+)
CDS 0182

NC_031090.1:114,256-122,339 (+)
CDS_0174
CDS_0173CDS_0175 CDS 0181

I S

MK327943.1:114,284-119,962 (+)

anaerobic ribonucleoside reductase large subunit (CDS_0175)
CDS_0179

PQ516281.1:114,466-119,773 (+)
3000 nt
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) anti-defence (dbAPIS)




