CDS_0199

CDS_0193 CDS_0197 CDS_0201
CDS_0191 CDS_0192 unknown function (CDS_0194) CDS_0195 CDS_0196 CDsS_0198 DS_0200 CDS_0202

I E— — — ——
PQ759884.1:123,274-129,101 (+)

CDS_0196
CDS_0195 homing endonuclease (CDS_0197)

PQ249397.1:123,275-129,103 (+)
CDS_0199  homing endonuclease (CDS_0200)

I S
PQ759887.1:125,072-130,923 (+)
CDS_0193 homing endonuclease (CDS_0196)

PP400786.1:121,399-127,959 (+)
homing endonuclease (CDS_0198)

I 1 I e I R
MT968995.1:122,392-128,258 (+)

HEase_00004 homing (CDS_0198) homing endonuclease (CDS_0201)
e e I R
PP400785.1: 123,909-130,455 (+)

CDS_0195 CDS_0196 homing endonuclease (CDS_0198)

|

5

|
W

NC_054939.1:121,116-127,457 (+)
unknown function (CDS_0192)
CDS_0194 CDS_0195 homing endonuclease (CDS_0199)

[ ———— ——— | ——] R ——
KJ477686.1:121,001-127,719 (+)

lysis inhibition
homing endonuclease (CDS_0206) CDS_0208 helicase loader (CDS_0209) CDS_0214

—
KM606995.1: 125,705-132,702 (+)

CDS_0204 helicase loader (CDS_0205)

s s s S [ ——— —— " ]
NC_054916.1:127,412-133,700 (+)

CDS_0130

PV029540.1:75,936-82,119 (+)
CDS_0207 helicase loader (CDS_0208)

[———— by ———— [—— ——— ———
OR887633.1:125,958-132,264 (+)

CDS_0203 helicase loader (CDS_0204)

PQ352352.2:122,771-129,784 (+)

helicase loader (CDS_0202)
CDS_0197 CDS_0201 CDS_0203

. I
MK327928.1: 123,800-130,731 (+)

CDS_0204
CDS_0203 CDS_0209 helicase loader (CDS_0210)

—
KM606999.1:125,705-132,709 (+)

N S N
homing endonuclease (CDS_0203) CDS_0205

I I . —
NC_000866.4:125,133-131,437 (+)

homing endonuclease (CDS_0208)
CDS_0209

I
NC_054937.1:125,810-132,851 (+)
helicase loader (CDS_0205)

PP987310.1: 127,749-133,474 (+)
CDS_0194
CDS_0193 CDS_ 0196
CDS.0192 | CDS_0195 |

MH751506.1: 120,878-127,505 (+)
CDS_0207 CDS_0208 CDS_0210 helicase loader (CDS_0211)

ON229909.1: 122,334-128,679 (+)
helicase loader (CDS_0203)

I | I I
0Q223305.1: 123,929-129,545 (+)
CDS_0199
CDS_0198 | CDS_0202 helicase loader (CDS_0203)
. 1 S . . ] I
ON871820.1: 125,049-130,851 (+)
CDS_0202 CDS_0203 CDS_0208 helicase loader (CDS_0209)
I S S I R I
NC_030953.1: 127,107-133,901 (+)
helicase loader (CDS_0207)
D ———— e ] I R I

I I
NC_054909.1:126,412-132,030 (+)
helicase loader (CDS_0210)

PQ871103.1: 127,415-133,049 (+)
helicase loader (CDS_0207)

LR746311.1: 124,566-130,263 (+)
CDS_0202 CDS_0207 helicase loader (CDS_0208)

PP355091.1: 123,517-129,477 (+)
helicase loader (CDS_0200)

S — —— E—— — S E—
0OV877085.1: 122,907-128,885 (+)

CDS_0201 CDS_0208 helicase loader (CDS_0209)

— T e R ——— S — E—
MZ170040.1:127,008-133,235 (+)

CDS_0200 helicase loader (CDS_0201)
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T e e ———— I — E—
OP168898.1:121,968-127,914 (+)

helicase loader (CDS_0207)
CDS_0206 CDS_0208

LN881733.1:123,348-129,567 (+)

helicase loader (CDS_0201)
CDS_0200 CDS_0202

;4

0OL656107.1:123,795-129,747 (+)
CDS_0212 helicase loader (CDS_0213)

I

NC_019399.1: 123,376-129,949 (+)
helicase loader (CDS_0197)
CDS_0196 CDS_0198

NC_054899.1:123,337-128,756 (+)
helicase loader (CDS_0202)
CDS_0201 CDS_0203

I

0Z034684.1: 122,155-127,890 (+)
helicase loader (CDS_0204)
CDS_0203 'CDS_0205

T . S E—— E—
MT682710.1: 126,780-131,168 (+)

CDS_0204 helicase loader (CDS_0205)

;

—
MW286157.1: 128,302-129,055 (+)

CDS_0197 helicase loader (CDS_0198)

;

PP216085.1: 125,004-130,471 (+)
helicase loader (CDS_0196) CDS 0197

———
NC_025448.1:123,175-128,390 (+)

helicase loader (CDS_0051) CDS_0050

PQ799574.1:21,058-26,271 (-)
helicase loader (CDS_0200) CDS_0201

NC_054901.1: 124,532-130,006 (+)
helicase loader (CDS_0163)

PV654520.1: 100,007-105,219 (+)
helicase loader (CDS_0205)
CDS_0204 CDS_0206 lysis inhibition (CDS_0211)

e ———
MZ234018.1: 123,331-129,356 (+)

helicase loader (CDS_0205)
CDS_0199 CDS_0204 CDS_0206

e S — E—
0Z035760.1: 123,461-129,411 (+)

CDS_0199

PQ493298.1:122,114-127,638 (+)

CDS_0201
CDS_0200 |

s S — T I E—
0Q349392.1:123,776-129,595 (+)

€DS_0201

s e B B R S —  E—
0Q992558.1:122,988-128,513 (+)

CDS_0057

PQ860993.1: 31,227-36,765 ()
CDS_0199

OK040907.1: 125,805-130,833 (+)
CDS_0179

I —
PQ510734.1: 105,875-111,144 (+)
CDS_0196

OP172786.1:123,573-129,239 (+)
CDS_0204

0OK148441.1:126,425-131,757 (+)
CDS_0206 helicase loader (CDS_0207)

0Z035785.1:126,299-131,766 (+)
CDS_0199

e e R S— S E—— E—
PQ666540.1:122,192-127 471 (+)

helicase loader (CDS_0203)
CDS_0202 CDS_0205

—
NC_054936.1:123,824-130,048 (+)
CDS_0201 CDS 0202 CDS_0204 helicase loader (CDS_0205)

PV390659.2: 123,718-129,664 (+)
helicase loader (CDS_0195)
CDS_0194 CDS_0196
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CDS_0204
CDS_0205 CDS_0207 helicase loader (CDS_0208)
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(+)
helicase loader (CDS_0211) CDS_0217
CDS_0210 CDS 0216 |
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(+)
CDS_ 0193 CDS_0194 CDS_0198
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CDS_0193
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helicase loader (CDS_0206)
CDS_0201 CDS_0205 CDS_0207
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CDS_0197 nucleotidyltransferase (CDS_0198) CDS_0202

NC_028780.1: 123,723-129,154 (+)
CDS_0206
N A A N S
NC_055724.1: 124,417-129,941 (+)
CDs_0208
| I
OP555982.1: 124,345-129,778 (+)
CDS_0207
1 I I I
PQ471460.1: 126,300-132,067 (+)
CDS_0192
"] cDs.0193 CDS 0195

LR990704.1: 123,084-128,519 (+)
CDS_0208

I I I
OL870317.1:125,568-131,489 (+)

CDS_0204 CDS_0205

NC_055723.1:123,639-129,579 (+)
helicase loader (CDS_0208)
CDS_0207
CDS_0206 CDS_0209

I | I R — T | — | E—
NC_054902.1:125,655-131,509 (+)

helicase loader (CDS_0200)
CDS_0199
CDS_0198 CDS_0201

|
4¢

——
OR539220.1:123,327-129,008 (+)

CDS_0213
CDS_0212T helicase loader (CDS_0214)

I
ON210139.1:128,214-134,523 (+)
CDS_0211
CDS_0210 helicase loader (CDS_0212)

NC_054921.1:124,272-131,261 (+)

helicase loader (CDS_0201)
CDS_0200
CDS_0199 CDS_0202

?H

@}y ——— — e S —— E—
NC_012638.1:122,307-128,878 (+)

206 207 208 209 helicase loader (CDS_0210)

. . e e N
NC_054911.1:125,205-131,667 (+)
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DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function defence (PADLOC)
— —_—




