unknown function (CDS_0194)
unknown function (CDS_0192) CDS+0198 CDS_0201 CDS_0203
CDS_0191 CDS_0193 CDS 0195 CDS_ 0196 CDS.0197 CDS_0199 CDS_0200 CDS_0202 | CDS_0204

\
i
4

-—
NC_025449.1:119,911-127,751 (+)

CDS_0193 CDS_0194

OP172787.1:121,102-128,955 (+)
CDS_0194 CDS_0195 CDS_0200 helicase loader (CDS_0201)

OP168898.1:118,584-126,854 (+)
HEase_00004 homing (CDS_0196)  CDS_0198 CDS_0199

07035760.1: 119,380-128,351 (+)
CDS_0198

e S ——
OR062944.1:120,370-128,691 (+)
CDS_0194

1 ——————1
OP197928.1:120,374-127,987 (+)
CDS_0195

OR539217.1:120,635-128,928 (+)
CDS.0195

NC_054901.1: 121,154-128,946 (+)
CDS.0196

. § - | "
0Z034684.1:118,777-126,830 (+)

CDS.0189 CDS_0195

MW?749001.1: 120,272-128,067 (+)
CDS_0202 CDS_0206 CDS_0207

NC_054902.1: 122,681-130,449 (+)
CDS_0197 nucleotidyltransferase (CDS_0198) CDS_0204

NC_028780.1: 120,749-128,278 (+)
CDS_0194 CDS_0198

PV287714.1:118,890-126,854 (+)
CDS_0198

PQ571308.1: 120,282-128,136 (+)
CDS_0201
| cDs 0202 CDS_0206 CDS 0207

e e —
PQ863253.1:122,991-130,835 (+)
CDS_0196 CDS_0200 CDS 0201

e ——
MZ753803.1: 120,959-128,813 (+)
CDS_0185 CDS_0190

MZ189262.1:119,550-127,218 (+)
CDS 0191

OP172786.1:121,220-128,179 (+)
CDS_0190

OP172784.1:119,859-126,822 (+)
CDS_0198 CDS_0199

I S R
OR125554.1:121,003-127,961 (+)
CDs 0200

MZ501050.1: 122,051-128,815 (+)
CDS.0193

NC_054917.1:122,538-129,561 (+)
CDS_0199

MW286157.1:120,952-127,995 (+)
CDS_0195

OL960580.1: 121,341-127,940 (+)
CDS_ 0174

PQ510734.1:103,523-110,105 (+)
CDS_0200
[ cps_0201

MZ501067.1:120,841-128,047 (+)
CDS_0200
CDS 0199 | €DS 0201

0Z7035756.1:119,585-127,033 (+)
CDS_0200 CDS_0201

I S S S R— -
MG781191.1:123,118-129,935 (+)

CDS 0201  CDS 0203
" [CDS_0202

0Z034685.1: 122,136-129,204 (+)
CDS_0204
CDS_0203 | CDS_0205

OK018184.1:122,451-129,424 (+)
CDS_0195 CDS_0196

0Q992558.1:120,635-127,453 (+)
CDS_0063 CDS_0062

I
PQ860993.1:32,286-39,116 (-)

CDS_0198 CDS_0199

OP072608.1: 122,684-130,196 (+)
CDS_0205

PQ871103.1:125,062-131,989 (+)
CDS_0201 CDS_0202

LR746311.1:122,213-129,203 (+)
CDS_0199 CDS_0200

NC_054945.1:121,977-129,438 (+)
CDS_0197 CDS_0198

NC_054910.1: 119,879-126,700 (+)
CDS_0194 CDS_0195

0OL656107.1:121,445-128,687 (+)
CDS_0189 CDS_0190

PQ615101.1: 119,907-126,779 (+)
CDS_0199 CDS_0201
" |cps_02d0

I R
LN881733.1: 120,991-128,507 (+)
CDS_0197
CDS_0195
"|CDS.0196 CDS_0198

I S S
MT682710.1: 121,979-130,108 (+)
CDS 0201  CDS 0203
" |CDs_0202

MZ170040.1: 124,650-132,175 (+)
CDS_0196 CDS_0197

0OV876900.1: 120,338-127,608 (+)
CDS_0209
CDS_0208 | CDS_0210

MW883059.1: 123,879-132,440 (+)
CDS_0206
CDS_0205 | CDS_0207

NC_019399.1:121,025-128,889 (+)
CDS_0204 CDS_0205 CDsS_0207

ON229909.1: 120,385-127,824 (+)
CDS_0194 CDS_0195

QOV877085.1:120,554-127.,825 (+)
CDS_0171 CDS_0172

PP500713.1:106,633-113,448 (+)
CDS_0193 CDS_0194

PQ493298.1:119,760-126,578 (+)
CDS_0194 CDS_0195

0Q349392.1:121,423-128,535 (+)
CDS_0196 CDS_0197

—— S E—
NC_054936.1:121,473-128,718 (+)
CDS_0203 CDS_0204 CDS_0208

0OL870317.1:123,621-130,613 (+)
CDS_0199 CDS_0200 CDsS_0205

NC_055723.1:121,692-128,703 (+)
CDS_0193
CDS_0194

NC_025829.1:119,782-126,603 (+)
nucleotidyltransferase (CDS_0189)

PQ666541.1:120,013-126,828 (+)
CDS_0200
CDS_0201
CDS.0199 | | CDS.0202

NC_055724.1:122,066-129,065 (+)
CDS_0205 CDS_0206 CDS_0210

NC_054921.1: 122,326-130,406 (+)
CDS_0198 CDS_0199 CDS_0202 CDS_0203
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b ,604 (+)

CDS_0204
CDS_0200 CDS_0201 | cDs_0205

— — E——
MT764206.1:121,697-128,941 (+)
HEase_00004 homing (CDS_0201) CDS_0202 CDS_0203

NC_030953.1: 124,132-132,841 (+)
polymerase (CDS_0202)

NC_054909.1: 123,438-130,970 (+)
HEase_00004 homing (CDS_0207) CDS_0213

e E—
ON210139.1:125,246-133,463 (+)
HEase_00004 homing (CDS_0199)  CDS_0201 CDS_0202

e
PQ471460.1:122,212-130,397 (+)
HEase_00004 homing (CDS_0193)

e R —
0OK040907.1: 121,720-129,435 (+)
CDS_0197

CDS_0196

0OK331996.1:121,277-128,994 (+)
unknown function (CDS_0194) HEase_00004 homing (CDS_0199)

PP400790.1: 122,726-131,504 (+)
HEase_00004 homing (CDS_0198)

I
MW822007.1: 120,327-129,113 (+)
HEase_00004 homing (CDS_0194)

NC_012638.1:118,273-126,486 (+)
HEase_00004 homing (CDS_0189)

NC_008515.1:117,387-126,169 (+)
CDS_0193

NC_027983.1:119,559-128,331 (+)
CDS_0195

NC_054923.1:119,779-127,846 (+)
HEase_00004 homing (CDS_0205) homing endonuclease (CDS_0208) CDS_0212

e S ——
NC_054937.1:123,875-132,181 (+)
CDS_0195 CDS 0196

NC_054939.1:120,217-127,269 (+)
HEase_00004 homing (CDS_0198) helicase loader (CDS_0204)

e —————————————————————
PQ352352.2:120,379-128,908 (+)
HEase_00004 homing (CDS_0198)

N
PP400785.1:121,979-130,073 (+)
HEase_00004 homing (CDS_0203)

KM606995.1:123,316-131,838 (+)
CDS_0193

PP400786.1:119,473-127,565 (+)
CDS_0204

CDS_0203

KM606999.1: 123,316-131,845 (+)
CDS 0197

I N
MK327928.1:122,439-129,855 (+)
unknown function

CDS_0189 CDS_0194 CDS_0195

I
KJ477686.1:117,930-127,162 (+)
CDS_0206
CDsS_0202 CDS_0205 T HEase_00004 homing (CDS_0207)

——
LC465543.1: 120,288-130,030 (+)
CDS_0195 CDS_0201

ON645936.1:121,300-129,892 (+)
CDS_0188
| cps.0189 CDS_0194 CDS_0199

I —— N E—
NC_054931.1:118,489-126,644 (+)
CDS_0190

MH751506.1: 118,494-126,650 (+)
3000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)




