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CDS_ 0039  CDS_0042
| ¢DSs_0041

endolysin (CDS_0032) CDS_0036
CDS_0033 CDS_0034 CDS_0035 CDS_0037
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EGV*GENOM E-0310140 23326:39493(+)

CDS_0036

mGVR?UVi6733000293437000523|33OOO29343\63024372571000340|3-46052 23667:43021(+)

CDS_0037
CDS_0036

F/IGVR_UVIG_3300045988_152476|3300045988\Ga0495776_177820 23395:39728(+)
CDS_0035 CDS_0036

NGVR7UVi6733OOOZ95507000165|3300029550\ Ga0245019_100075/17207-60755 24163:40450(+)
CDS_0036 CDS_0038

ﬁGV*GENOME*OSOl‘)lS 22819:39715(+)

CDS_0034

NGVR7UVI0733000297747000246|3300029774\Ga02437687100325|19056-62402 24337:40349(+)

transcriptional regulator (CDS_0032)
CDS_0035
DS_0034
CDS_0033

F/IGVR_UViG_3300045988_137853|3300045988\G_aO495776_186807 23450:39794(+)

CDS_0037 transcriptional regulator (CDS_0038)

IMGVR_UViG_3300045988_1425643300045988|Ga0495776_178545 24313:41986(+)
CDS_0037

F/IGVRfUVi6733000291387000135|3300029138 |Ga0168728_100149(15580-58749 23244:40171(+)

CDS_0039 CDS_0041
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transcriptional regulator (CDS_0040)
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39 40

IMGVR UVIG_3300029533 000074|3300029533|Ga0245046_100229]120-49676 23078:46558(+)
CDS_0037
CDs 0036
CDS_0030 CDS_0035

M-GVfGENOM E-0306134 22937:39090(+)

CDS_0034
CDS.0031 CDS 0032 CDS.0033] CDS_0036

EGV—GENOME-O319283 25270:47163(+)
CDS_0030 CDS_0031 CDS_0032

F/IGVR_UViG_3300045988_119032|3300045988\ Ga0495776_149964 25348:47162(+)

CDS_0033 CDS_0034 CDsS_0036 CDS_0041

MGV-GENOME-0318425 26866:47217(+)

39 41
3738[40 | 42

FAGVR_UVIG_3300045988_177855|3300045988\ Ga0495776_137496 24180:42271(+)

transcriptional regulator (CDS_0040)
39 42
37 38 |4
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mGVR?UVi6733000234857OOOOO4|3300023485 | 630257031-10286 24141:43282(+)

transcriptional regulator (CDS_0038)
CDS_0037
CDS_0036 CDS_0039

WGV—GENOME-O302976 23508:41215(+)

transcriptional regulator (CDS_0033)
32| 35
317 | 3436
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FAGVR?UVinSSOOO459887171023|3300045988\GaO4E7767092792 23373:41664(+)

41 43
36 3940742 44

FAGVR7UVi6733000459887179574|33OOO45988\ Ga0495776_137827 24319:42411(+)

transcriptional regulator (CDS_0041)
38 40
T3] | 42
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NGVR7UVi6733000459887175781|3300045988\ (330557767172583 24133:41737(+)

transcriptional regulator (CDS_0038)
35 37

T36] | 39
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EGV-GENOME-0291524 23691:41614(+)

transcriptional regulator (CDS_0042)
41| 44
40] | 43
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ﬁGV*GENOM E-0297584 24903:43011(+)

transcriptional regulator (CDS_0041)
39 43
38[40| 4744
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ﬁGV*GENOM E-0294065 24081:42181(+)

transcriptional regulator (CDS_0039)
38| 41
36 37] | 4642
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FAGVR_UVIG_3SOOO45988_174335|3300045988\Ga04957?6_137544 23469:42328(+)

transcriptional regulator (CDS_0041)
40| 43
38 39] | 47 44
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WG\/-GENOM E-0296640 24638:42776(+)

transcriptional regulator (CDS_0041)
40| 43
3839 | 4744
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WG\/—GENOME-O291332 22789:41590(+)

transcriptional regulator (CDS_0040)
36 39| 42
3738[ | 4143
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vig 79756 23200:42050(+)

transcriptional regulator (CDS_0040)
39 43
3738 | 4143
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F/IGVRfUVi6733000290247000161|3300029024\ 6301697)9710003(’:4712497116629 23791:42382
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transcriptional regulator (CDS_0039)
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377 | 4143

:

mGVRﬁU\/in3SOOO459887156329|33OOO45988\ 6304%7767093255 23727:41900(+)

transcriptional regulator (CDS_0038)
39
35 37| |41
[36] | 40 42
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;AM NO9781739_al ct8488 25188:43277(+)

transcriptional regulator (CDS_0038)
9
35 37| |41
1361 | 4d 42
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Eig,579271 25188:43332(+)
41
39 42
38740/ [43

WG\/—GENOME-O297811 25101:43059(+)

transcriptional regulator (CDS_0036)
35 38
3334] | 37
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EGV-GENOME-0289365 22821:41135(+)

transcriptional regulator (CDS_0043)
42] 45
39 40 417 | 4446

;%

Eig74438227 23681:43381(+)

transcriptional regulator (CDS_0045)
44| 47
42 437 | 4848
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S »5017375_a 1.ct33_vs01 25141:43006(+)

transcriptional regulator (CDS_0038)
36 40
a7 | 3941
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ﬁGV*GENOM E-0294303 23960:42204(+)

transcriptional regulator (CDS_0036)
34 38
Jas |37
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51&353%5 23910:42254(+)

transcriptional regulator (CDS_0036)
38
3435 |37
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WG\/—GENOME-O294156 23899:42223(+)

transcriptional regulator (CDS_0040)
42
38 39 | 4143
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Eig,105869 24120:42590(+)

transcriptional regulator (CDS_0039)
38| 41
371 | 40 42
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FAGVR?UVinSSOOO459887152371|3300045988 | GaO4E7767097557 24499:42690(+)

transcriptional regulator (CDS_0038)
35 37| 40
T36] | 3941

l%

Eig_228609 24199:42223(+)

transcriptional regulator (CDS_0040)
37 39| 42
361387 | 4143

’%

F/IGVR_UVIG_3300045988_170857|3300045988\ Ga0495 77?:098672 24121:43240(+)

transcriptional regulator (CDS_0040)
42
3839 | 41
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F/]GVR_UVIG_3SOOO45988_152839|3300045988\Ga0475776_099788 22866:41032(+)
3T9
40
37 38[[41

mGVRﬁU\/iGjSOOO459887154958|33OOO45988\ Ga0495776_015516 24236:42341(+)

42 44 4648
39 40 41 | 43(45%47

ﬁGV*GENOM E-0311295 23304:47349(+)

transcriptional regulator (CDS_0041)
40| 43
37 38 397 | 42 44
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FAG\/R_UVIG_3300045988_170603|3300045988\ Ga0495776_117171 24&3:45606&)

41 43
37 38 39 40[427 44

ﬁGV*GENOM E-0307624 22821:46084(+)

transcriptional regulator (CDS_0043)
42
37 38 39 40 417 | 44
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u-vig_575081 22888:48189(+)

transcriptional regulator (CDS_0042)
39 41| 44
36 37 38[40] | 4345
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WG\/—GENOME-O30526O 24125:45297(+)

transcriptional regulator (CDS_0040)
39 T42
35 36 37 38] |41
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Eig,530401 23434:45434(+)

42 4446
37 38 39 40 414345

EG\/-GENOM E-0307800 23469:46176(+)

transcriptional regulator (CDS_0045)
44
40 41 42 437 | 4647
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WG\/—GENOM E-0308466 24433:46365(+)

transcriptional regulator (CDS_0041)
40[ 43
37 38 39| |42
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;\M N10407345_al_ct87808_vs1 23733:44040(+)

42
39 40 41]4344

WG\/-GENOM E-0324976 24909:45525(+)

transcriptional regulator (CDS_0048)
47
45 461 | 49
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ng N00792082_al_ct38153_vs1 25892:44601(+)

41
37 38 39 @T@nscriptional regulator (CDS_0042)

Eig,284177 23768:45718(+)

transcriptional regulator (CDS_0041)
40
34 35 36 37 38 39]|4243

i—i

Eﬁg,482471 23947:47946(+)

transcriptional regulator (CDS_0040)
42
34 35 36 37 38 39 |41

I%

vig_ 566885 23963:47705(+)

transcriptional regulator (CDS_0037)
39
31 3536 | 3840
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| M-GVRfUVi6733000459887172131|3300045988\ Ga0495_7767099757 22655:41051(+)

transcriptional regulator (CDS_0040)
37 39
[s8]] 41

l%

Eig_574332 23379:41274(+)

transcriptional regulator (CDS_0036)
CDS_0035
CDS_0034 CDS_0037

F/IGVR_UVIG_3300045988_166911|3300045988\ Gaomj 776_157021 23289:40889(+)

transcriptional regulator (CDS_0036)
35 38
34] |37
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ﬁG\/—GENOM E-0293285 23823:41974(+)

transcriptional re&lator (CDS_0035)
CDS_0036
CDS_0034 | CDS_0037

FAGVR7UVIG73SOOO459887139739|33OOO45988\ GaOES 776_157370 23316:41155(+)

transcriptional regulator (CDS_0043)
CDS_0042 | CDS_0044

F/IGVR_UViG_3300029060_000345|3300029060\ Ga()-169602_1000132|31449-77318 25490:42871(+)

transcriptional regulator (CDS_0036)
35
%T 37 DNA primase (CDS_0038)
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Mnothiet,SRRSOSB‘?SS,NODE739,Iength7416527cov7§402505 20758:39343(+)

transcriptional regulator (CDS_0034)
CDS_0035
endonuclease (CDS_0033) | | DNA primase (CDS_0036)

mGVR?UVi6733000293037000329|33000293O3\GaO1570371000067|63097-105046 20929:39640(+)

34
30 32 35
31733[] 36

EGV—GENOME-0301187 26162:43997(+)

33
29 31 34
[30732[ 35

F/IGVRfUViGjSOOO45988710457O|3300045988 |Ga0495776_098467 25372:43151(+)

transcriptional regulator (CDS_0030)
29|31
27 287 | [32

‘%

EGV*GENOM E-0340944 23284:42098(+)

transcriptional regulator (CDS_0050)
42 47 49
40 41 (43 44 45 46 48] | 51

I%

vig 136544 24203:49115(+)

transcriptional regulator (CDS_0046)
39 45
34 35 37 38 [40 41 42 43 44| 47
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L
ivig_593 23188:48275(+)

transcriptional regulator (CDS_0048)
41 47| 50
39 40 [42 43 44 45 46] |49 51
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Eig,1258 24542:49432(+)

transcriptional regulator (CDS_0048)
41 47| 50
40 42 43 44 45 46] | 4951

E%

Eig,389381 24955:48726(+)

transcriptional regulator (CDS_0046)
38 43 45 48
37 [39 40 41 42 ]44] |47

I%

vig 573460 23059:46736(+)

transcriptional regulator (CDS_0043)
36 42
35 [37 38 39 40 41| 44

I%

Eig_1852 23775:47654(+)

transcriptional regulator (CDS_0041)
34 40
33 [35 36 37 38 39]|4243

E%

Eig_236447 22432:46209(+)

transcriptional regulator (CDS_0041)
34 40| 43
33 [35 36 37 38 39]|4244

I%

vig 89817 22603:46333(+)

transcriptional regulator (CDS_0051)
54
41 44 50| 53
42 43 [45 46 47 48 49] |52|55

I

vig 544786 24666:49552(+)

transcriptional regulator (CDS_0049)
32 42 48 5Y1
40 41 [43 44 45 46 47]|5052

I%

Eig7577974 23989:48876(+)

transcriptional regulator (CDS_0049)
39 42 48
40 41 [43 44 45 46 47] |5051

I%

Eig_74110 22982:47872(+)

transcriptional regulator (CDS_0044)
37 43
35 36 [38 39 40 41 42] | 45

i%

Wvig 444046_ 24337:52054(+)

transcriptional regulator (CDS_0049)
42 48 g
39 40 41 [43 44 45 46 47] |50
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wig_598482 23733:51054(+)

transcriptional regulator (CDS_0045)
38 44
34 35 36 37 [39 40 41 42 437 |4647
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Eﬁg,536298 22068:51545(+)

transcriptional regulator (CDS_0048)
41 47 50
38 39  40[42 43 44 45 46] |49
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Eig,551826 23918:50284(+)

transcriptional regulator (CDS_0051)
44 50 Y53
42 43 [45 46 47 48 49] |52
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Uvig 348213 25101:60082(+)

transcriptional regulator (CDS_0051)
44 50
39 40 41 42 43 [45 46 47 48 49] | 5253
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Eig_224962 24269:53876(+)

transcriptional regulator (CDS_0051)
44 50
38 39 40 41 42 43 [45 46 47 48 49] | 5253

i%

Eig_254900 24177:57241(+)

transcriptional regulator (CDS_0048)
41 47] 50
37 38 39 40 [42 43 44 45 46] |49

i%

u-vig_507306 24166:52345(+)

transcriptional regulator (CDS_0047)
40 46
transposase (CDS_0036) 37 38 39 [41 42 43 44 45] | 4849

i%

Eig,319847 23496:51867(+)

transcriptional regulator (CDS_0044)
37 43 4;6
34 35 36 [38 39 40 41 427 | 4547
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Eig,575464 22534:49724(+)

transcriptional regulator (CDS_0052)
45 51 54
transposase (CDS_0041) 42 43 44 [46 47 48 49 50][ | 5355
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Wvig 565193 24992:53536(+)

transcriptional regulator (CDS_0048)
transposase (CDS_0037) 41 47
38 39 40 [42 43 44 45 46] | 4950
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Eig7199161 23587:51807(+)

transcriptional regulator (CDS_0047)
40 46
35 37 39 [41 42 43 44 45] | 48

i%

Mg_1288 24058:46671(+)

transcriptional regulator (CDS_0043)
36 42
35 [37 38 39 40 41]| 44

E%

Eig_320134 24631:47417(+)

transcriptional regulator (CDS_0044)
37 43
3435 36 [38 39 40 41 42] | 45
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u-vig_129398 24044:48039(+)

transcriptional regulator (CDS_0056)
39 49 55] 58
40 41 42 43 44 45 46 47 48 [50 51 52 53 54[|5759
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Eig,371201 24554:60610(+)

transcriptional regulator (CDS_0051)
36 44 50
37 38 39 40 41 42 43 [45 46 47 48 49] | 52
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Eig,518577 23176:57260(+)

transcriptional regulator (CDS_0049)

tail length tape measure protein (CDS_0035) 32 42 48 §1
36 40 41 |43 44 45 46 47] |50
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uvig 8206 23258:48386(+)

transcriptional regulator (CDS_0053)
transposase (CDS_0041) 45 50 52 ;5
36 37 38 39 40 42 43 44 [46 47 48 49]51] |54

%
-

EIg_lSSOlé_ 23320:56518(+)

PD-Lambda-2_PD-Lambda-2_A (CDS_0041)
transposase (CDS_0042) 46 52
38 39 40 | 43 44 45 [47 48 49 50 51]transcriptional regulator (CDS_0053)

i#

Eig_523670 24380:55518(+)

transcriptional regulator (CDS_0039)
38
36 377 | 40

W
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uvig_-340085 23419:39631(+)

transcriptional regulator (CDS_0036)
35
3334 37

l%

| MGVR_UVIG_3SOOO45988_16755 1|33000E>988\(330495776_172005 23050:38561(+)

35
32 33 34[3637

MG\/-fGENOMEfO320144 24018:41819(+)

transcriptional regglator (CDS_0036)
CDS_0037
CDS_0035 | | CDS.0038

vig 402546 22848:38577(+)

transcriptional reyator (CDS_0040)
tail length tape measure protein (CDS_0036)

39
31 37 387 | 41

Wvig 343517 22558:38277(+) _
37
33 35 3840
27 32 34]36[39

IMGVR_UViG_3300045988_170643|3300045988|Ga0495776_132668 21384:41461(+)

transcriptional regulator (CDS_0036)
37

33 35 L39

32[34] | 3840

;H

MGV-GENOME-0290784 21384:41461(+)

CDS_0040
CDS_0038 | CDS_0041
CDS_0039 CDS_0044

IMGVR_UViG_3300045988_173672|3300045988|Ga0495776_014149 29399:42501(+)

CDS_0039
CDS_0037CDS_0038| CDS_0040

\%VR?UVIG?28789213317000001|2878921331\2878921377| 11717-57525 23188:42813(+)
CDS_0036

F/IGVRfUViGjSOOO459887171559|3300045988 |Ga0495776_109755 23962:39007(+)

CDS_0034

Wig 216911 23366:37022(+)
CDS_0039

EGV—GENOME-0272252 25065:38391(+)
transposase (CDS_0037) CDS_0038

ﬁGVfGENOM E-0284230 23552:37124(+)
CDS_0039 CDS_0040

FAGVR7UVin330004598871 58013|3300045988|Ga0495776_070704 25065:39361(+)

CDS_0030 CDS_0032
CDS_0031"

F/IG\/R_UVIG_3SOOO45988_170825|3300045988\ Ga0495776_094631 24675:40632(+)

DNA primase (CDS_0039)
CDS_0038 CDS_0040

F/IGVR_UVIG_3300045988_165953|3300045988\ Ga0495776_135271 23202:40338(+)

CDS_0040
CDS_0038 CDS_0039T CDS_0041

— —
uvig 480435 23552:40692(+)

CDS_0038 CDS_0039 CDS_0040

|T\%\/R_UVIG_3300029220_OOO219|3300029220\ Ga0168707_100063[48451-92835 24887:42044(+)
CDS_0034 CDS_0039

M-GV-GENOME-0254641 23566:36232(+)

transcriptional regulator (CDS_0042)
DNA primase (CDS_0044)
41
39 407 | 43 45

!%

u-vig_341080 23330:42583(+)

DNA primase (CDS_0040)
39
37
35 36 3¢ 41 42

L

FAGVR?UVinSSOOO459887167039|3300045988 |Ga0495776_139380 22252:41235(+)

transcriptional regulator (CDS_0046)
DNA primase (CDS_0047)
45
37 38 39 40 41 42 43 44] 48
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u-vig_228744 23779:52522(+)

clamp loader of DNA polymerase (CDS_0040)
endonuclease (CDS_0035) transcriptional regulator (CDS_0047)
Dpd_mE (CDS_0036) 44 46 DNA primase (CDS_0049)
| 37 38 39 41 42 43 [45] | 48

I
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;AM N05414978_al_ct23068_vs1 21677:50688(+)

tRNA nucleotidyltransferase (CDS_0045)
endonuclease (CDS_0040)
Dpd_FolE (CDS_0041)
| 42 43 44

N
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iﬁ

S-AM N00792023_b1_ct37_vs2 23844:44241(+)

transcriptional regulator (CDS_0035)
DNA primase (CDS_0039)

36
Lss
34 | 37 40
DB PO E-DHEOEDD
IMGVR_UVIG_3300045988_171605|3300045988|Ga0495776_177682 23065:38702(+)
39
38
29 30 343536 37][40 41

MGV-GENOME-0288265 20976:39961(+)

CDS_0038
CDS_0037
CDS_0036] | CDS_0039

MGV-GENOME-0288010 21934:39905(+)

CDS_0038
CDS_0036
CDS_0037

IMGVR_UViG_3300045988_178792|3300045988|Ga0495776_112774 21689:38620(+)

€DS.0036
CDS_0034] CDS_0037
CDs_0035
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o

IMGVR_UViG_3300045988_177934|3300045988|Ga0495776_094903 21719:39156(+)

CDS_0040
CDS_0038 CDS_0042

S

CDS_0033 CDS_0037 CDS_0039

MGV-GENOME-0291736 21987:40758(+)
CDS_0038 CDS_0039

MGV-GENOME-0303797 21895:37938(+)
CDS_0034

MGV-GENOME-0311073 20976:37600(+)

CDS_0038
CDS_0037
CDS_0036 CDS_0040

MGV-GENOME-0275891 22415:38574(+)
CDS_0041

IMGVR_UViG_3300029394_000014|3300029394|Ga0243997_1000674 24494:40835(+)
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