nucleoside triphosphate pyrophosphohydrolase (CDS_0053)
CDS_0056 MazEF__MazF (CDS_0065)
CDS_0054 CDS_0057 CDS_0059 CDS_0062 CDS_0064
CDS_0055 CDS_0058 CDS_0060 CDS 0061 CDS_0063 CDS_0066

[ 0 DO o I D I

IMGVR_UViG_3300045988_077508|3300045988|Ga0495776_008752 41397:45376(+)

CDS_0059
CDS_0054 CDS_0058 CDS_0060  CDS_0061

0 DT o I D I

MGV-GENOME-0312200 41397:45376(+)

CDS_0051
CDS_0050 CDS_0052 CDS_0054  CDS_0055

I R I N p T D N I

IMGVR_UViG_3300029388_000009|3300029388|Ga0243998_1000406 40477:44066(+)

HNH endonuclease (CDS_0051) CDS_0056
CDS_0053 CDS_0055 CDS_0057 CDS 0058 CDS_0059

) ) I, I N o I EO— O

MGV-GENOME-0309238 40517:45188(+)

CDS_0057
CDS_0053CDS_0054  CDS_0056 CDS_0058

), I N N N ) I D N I

uvig 79486 41561:45124(+)

CDS_0050
CDS_0047 CDS_0048 CDS_0049 CDS_0051 CDS_0052 CDS_0053 CDS_0055 CDS_0057 CDS_0058

5 A A — N N N " 0 ]

MGV-GENOME-0307335 38587:44406(+)
CDS_0048 CDS_0050 CDS_0052CDS_0053 CDS_0054 CDS_0055

[ AL (D ) Lr a3

MGV-GENOME-0309583 39391:44075(+)

CDS_0053
CDS_0052
CDS_0047 CDS_0048 CDS_ 0049 (CDS_0051 CDS_0054

/T >+ S N N N N R, N N R R

—
uvig_168837 38729:43200(+)

CDS_0052
CDS_0051
CDS_0043 CDS_0050 CDS_0053

oy e ] ) A O )
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single strand DNA binding protein (CDS_0045)
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