
uvig_227219 23941:34437(+)

hemolysin (CDS_0029)

CDS_0030
endolysin (CDS_0031)

holin (CDS_0032)
transposase (CDS_0033)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

DNA binding protein (CDS_0038)

CDS_0039
CDS_0040

DNA methyltransferase (CDS_0041)

CDS_0042
CDS_0043

CDS_0044

uvig_286085 24659:33314(+)

CDS_0034

IMGVR_UViG_3300029740_000008|3300029740|Ga0245236_100415 24641:34929(+)

CDS_0035

CDS_0036
CDS_0037

CDS_0038

uvig_130154 24662:39964(+)

translation elongation factor (CDS_0035)
acetyltransferase (CDS_0036)

CDS_0037 CDS_0038

MGV-GENOME-0307342 24662:33554(+)

CDS_0035
CDS_0037

DNA methyltransferase (CDS_0038)

uvig_88527 24662:35021(+)

tyrosyl-tRNA synthetase (CDS_0035)

IMGVR_UViG_3300045988_058840|3300045988|Ga0495776_165995 24662:34065(+)

CDS_0035 CDS_0037

MGV-GENOME-0313955 24662:34065(+)

CDS_0035

uvig_221452 24662:36259(+)

CDS_0035 CDS_0036

uvig_542951 24660:35733(+)

CDS_0035
CDS_0036

CDS_0037

uvig_387368 24772:38669(+)

CDS_0035 CDS_0036 radical SAM domain protein (CDS_0040)

IMGVR_UViG_3300045988_068895|3300045988|Ga0495776_134508 24662:33813(+)

CDS_0035 CDS_0040

MGV-GENOME-0328969 24662:36239(+)

CDS_0035

MGV-GENOME-0315091 24662:33370(+)

CDS_0035

MGV-GENOME-0307458 24673:32954(+)

CDS_0035 CDS_0039

uvig_231921 24674:33082(+)

CDS_0035

IMGVR_UViG_3300045988_072181|3300045988|Ga0495776_161636 24663:33642(+)

CDS_0035

MGV-GENOME-0315541 24662:33509(+)

CDS_0035 CDS_0036

IMGVR_UViG_3300029430_000008|3300029430|Ga0243922_100657 24633:35828(+)

CDS_0035 CDS_0036

IMGVR_UViG_3300045988_085798|3300045988|Ga0495776_117005 24663:33106(+)

CDS_0035

IMGVR_UViG_3300045988_094311|3300045988|Ga0495776_068758 24663:34655(+)

CDS_0035

uvig_158752 24660:33380(+)

CDS_0035
abc1 anti-RecBCD (APIS006) (CDS_0036)

CDS_0037

uvig_183905 24665:37779(+)

ABC transporter (VF0818) (CDS_0035)
CDS_0036

DNA topoisomerase II (CDS_0037)

uvig_162715 24663:35589(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0035)

CDS_0036
CDS_0037

MGV-GENOME-0305969 24663:32859(+)

CDS_0035 CDS_0039

IMGVR_UViG_3300045988_081995|3300045988|Ga0495776_116723 24673:32620(+)

CDS_0035

uvig_201683 24661:35614(+)

CDS_0035 CDS_0036

MGV-GENOME-0310709 24675:34625(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300029481_000014|3300029481|Ga0244053_100304 24662:35200(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300029580_000279|3300029580|Ga0245096_100280|1-49817 24664:34464(+)

CDS_0035
CDS_0036

CDS_0037

MGV-GENOME-0325924 24663:35793(+)

CDS_0035

CDS_0036
CDS_0037

CDS_0038

uvig_69020 24664:33312(+)

CDS_0035
CDS_0036

CDS_0042

IMGVR_UViG_3300045988_083855|3300045988|Ga0495776_047211 24663:33169(+)

CDS_0035

MGV-GENOME-0309532 24663:34442(+)

CDS_0035

IMGVR_UViG_3300030352_000020|3300030352|Ga0244219_100357 24663:37195(+)

CDS_0036
CDS_0037

CDS_0038
CDS_0039

uvig_135620 24657:34915(+)

CDS_0035 CDS_0037

uvig_178173 24661:37492(+)

35 36 37 38 39

IMGVR_UViG_3300029435_000133|3300029435|Ga0243745_1000418 24664:36938(+)

35

nucleotide-sugar epimerase (CDS_0036)
nucleotide-sugar epimerase (CDS_0037)

38 39

MGV-GENOME-0324199 24662:36757(+)

CDS_0035
CDS_0036

DNA helicase (CDS_0037)
excisionase (CDS_0038)

MGV-GENOME-0329821 24674:35531(+)

35
36

integrase (CDS_0037)

38 39

IMGVR_UViG_3300045988_087601|3300045988|Ga0495776_047472 24674:35935(+)

AbiD__AbiD (CDS_0035)
CDS_0036 CDS_0037

uvig_140831 24674:44909(+)

AbiD__AbiD (CDS_0035)

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0036)
Putative inner membrane protein (DUF1819) (CDS_0037)

38 39 40 4142
integrase (CDS_0043)

44 45

MGV-GENOME-0301757 24508:31733(+)

CDS_0029 CDS_0034

MGV-GENOME-0301490 24508:31840(+)

CDS_0034 CDS_0041

uvig_475672 24495:32704(+)

CDS_0034 CDS_0035

uvig_279104 24467:34109(+)

CDS_0031
CDS_0035

CDS_0036

uvig_165191 18157:29661(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

IMGVR_UViG_3300045988_117605|3300045988|Ga0495776_165376 24722:36142(+)

CDS_0035

transposase (CDS_0036)
CDS_0037

CDS_0038

IMGVR_UViG_3300029292_000294|3300029292|Ga0167469_100275|356-49368 24722:33588(+)

CDS_0035
CDS_0036

IMGVR_UViG_3300029292_000095|3300029292|Ga0167469_100275 24722:40148(+)

35 36
transposase (CDS_0037)

38 39 40 41 42

uvig_188830 24720:33702(+)

CDS_0035

CDS_0036
CDS_0037

CDS_0038

uvig_454270 24674:40189(+)

35

ABC-type heme transporter (VF0739) (CDS_0036)

37 38 39
HAD-superfamily hydrolase (CDS_0040)

ABC-F type ribosomal protection protein OptrA (NF000514.1) (CDS_0041)

OTU_903 24660:39723(+)

35 36 37
ABC transporter (CDS_0038)

39 40 acyl carrier protein (CDS_0041)

uvig_239943 24662:38248(+)

35 36 37 38 39 40 41

uvig_332969 24661:41131(+)

35
36

37
38

39 40

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0041)
Lysine synthesis (VF0815) (CDS_0042)

43 44

IMGVR_UViG_3300045988_101266|3300045988|Ga0495776_147149 24661:35032(+)

35
36

37
38

39

IMGVR_UViG_3300029356_000303|3300029356|Ga0243797_100427|113-56742 24773:42049(+)

35 36 37 38 39 40 41

IMGVR_UViG_3300029771_000321|3300029771|Ga0243801_100311|7232-60706 24773:38894(+)

35 36 37 38 39 40

IMGVR_UViG_3300029414_000273|3300029414|Ga0243798_100124|69122-122344 24773:38837(+)

35 36 37 38 39 40

IMGVR_UViG_3300029348_000246|3300029348|Ga0243800_100169|63645-118846 24773:40621(+)

35 36 37 38 39

IMGVR_UViG_3300029420_000106|3300029420|Ga0243803_100474 24773:48317(+)

35 36 37 38 39 40 41
ABC transporter (VF0818) (CDS_0042)

43 44 45

IMGVR_UViG_3300029133_000015|3300029133|Ga0168787_100441 25095:33499(+)

CDS_0036 CDS_0037

MGV-GENOME-0304051 25094:33654(+)

DNA methyltransferase (CDS_0036)

MGV-GENOME-4423614 25094:33567(+)

CDS_0036
CDS_0037

MGV-GENOME-0314098 24981:34380(+)

CDS_0036DNA methyltransferase (CDS_0037)

MGV-GENOME-0306613 24983:33474(+)

CDS_0036DNA methyltransferase (CDS_0037)

IMGVR_UViG_3300045988_080542|3300045988|Ga0495776_117147 24986:33389(+)

CDS_0036
CDS_0037

IMGVR_UViG_3300029116_000203|3300029116|Ga0168822_100166|40670-92541 24981:36659(+)

CDS_0035
CDS_0036

CDS_0038

CDS_0039
CDS_0040

uvig_304777 24675:37171(+)

CDS_0035 CDS_0036 CDS_0043

MGV-GENOME-0306607 24662:32155(+)

CDS_0034 CDS_0038

IMGVR_UViG_3300045988_074797|3300045988|Ga0495776_185017 24662:32155(+)

CDS_0034 CDS_0038

MGV-GENOME-0306162 24663:31313(+)

CDS_0035

IMGVR_UViG_3300045988_070295|3300045988|Ga0495776_148216 24659:32597(+)

CDS_0035

MGV-GENOME-0312732 24661:35798(+)

CDS_0035
CDS_0036

CDS_0037 CDS_0038

MGV-GENOME-0307518 24496:31711(+)

CDS_0034
DNA methyltransferase (CDS_0035)

IMGVR_UViG_3300045988_063208|3300045988|Ga0495776_159222 24662:32368(+)

CDS_0035

MGV-GENOME-0321345 23324:30245(+)

Reverse transcriptase (CDS_0028)
CDS_0033 CDS_0034

uvig_284135 24661:39212(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0035)
QnrE family quinolone resistance pentapeptide repeat protein (NF033375.2) (CDS_0036)

37
DNA topoisomerase II (CDS_0038)

DNA topoisomerase II (CDS_0039)

uvig_247189 24662:41546(+)

ParB-like partition protein (CDS_0035)
ParA-like partition protein (CDS_0036)

37 38 39 40 41 42

MGV-GENOME-0330593 24661:40207(+)

35 36 37 38
RecE-like recombination exonuclease (CDS_0039)

40

MGV-GENOME-0305146 24497:33258(+)

endolysin (CDS_0032) CDS_0035

IMGVR_UViG_3300045988_070503|3300045988|Ga0495776_028415 24497:34474(+)

CDS_0035

uvig_282695 24498:34378(+)

CDS_0035 tRNA nucleotidyltransferase (CDS_0036)

MGV-GENOME-0320959 24506:39318(+)

35
replication initiation protein (CDS_0036)

37 38 39 40 41

IMGVR_UViG_3300029579_000085|3300029579|Ga0244893_100487 24614:37172(+)

CDS_0035
methyltransferase (CDS_0036)

CDS_0037

IMGVR_UViG_3300029549_000077|3300029549|Ga0244894_100543 24780:35769(+)

CDS_0035

methyltransferase (CDS_0036)
CDS_0038

CDS_0039

uvig_251503 24662:42465(+)

35 36 37 38 39 40 41 42 43 44

IMGVR_UViG_3300014787_000194|3300014787|Ga0134384_1000097|18274-67981 24672:35025(+)

CDS_0035
CDS_0036

CDS_0037

CDS_0038 CDS_0046

IMGVR_UViG_3300035646_000125|3300035646|Ga0134425_00009|108613-157415 24688:34376(+)

CDS_0035

IMGVR_UViG_3300029847_000305|3300029847|Ga0245281_100483|3-48021 24720:33568(+)

CDS_0035

IMGVR_UViG_3300045988_141127|3300045988|Ga0495776_018082 24662:47031(+)

35 36 37 38
transposase (CDS_0039)

40 41 42 43 44 45

uvig_186501 24663:44755(+)

34

copper-binding metallochaperone CopP (NF033781.1) (CDS_0035)
36

37 38 3940 41 42
Copper exporter (VF0849) (CDS_0043)

44

MutT/NUDIX hydrolase (CDS_0045)

46 47

uvig_190773 23778:35098(+)

CDS_0026
CDS_0027

endolysin (CDS_0028)

CDS_0031 CDS_0032

uvig_305872 24665:39534(+)

integrase (CDS_0035)
36 37

38
39 40 41 42 43 50

Ma_2019_SRR413612_NODE_210_length_62392_cov_3.422510 24661:47161(+)

35 36 37
Trehalose-recycling ABC transporter (VF0842) (CDS_0038)

39 40 41 42 43

Siderophore-dependent iron uptake system (VF0738) (CDS_0044)

ABC transporter (VF0741) (CDS_0045)
Pneumococcal iron uptake (VF1066) (CDS_0046)

47 48
dehydrogenase (CDS_0049)

50 53

9000 nt
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