DNA methyltransferase (CDS_0014)
methyltransferase (CDS_0008)
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IMGVR _UViG_3300045988_162669|3300045988|Ga0495776_168671 1606:12255(+)
methyltransferase (CDS_0005)
4 678
IMGVR_UViG_3300045988_163420|3300045988|Ga0495776_141121 1606:8723(+)
methyltransferase (CDS_0006)

3 4 78910 11

MGV-GENOME-0369993 1606:10196(+)
CDS_0007 CDS_0011
CDS_0008 CDS 0012
unknown function (CDS_0005) CDS_0010 CDS_0015
CDS_0003 CDS_0006 | | |cbs_0013] CDS_0019

MGV-GENOME-0369954 2698:11148(+)
2122 25 2829 30 31 32

uvig_274499 19930:28089(+)

125 123
128 127 126[124] 122

MGV-GENOME-0363352 89501:95757(-)

methyltransferase (CDS_0006)
unknown function (CDS_0005) 11
3 789101213 1516 20

MGV-GENOME-0370214 2701:11715(+)

CDS_0008
CDS_.0006]  CDS_0010
CDS_0003 CDS 0005 | CDS0009 CDS0013

MGV-GENOME-0369159 1606:9615(+)

CDS 0008  CDS 0010
CDS_0003 CDS_0009

uvig_205706 1606:10697(+)
Sigma L (VF0855) (CDS_0005)
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MGV-GENOME-0370701 1606:12967(+)

Sigma L (VF0855) (CDS_0005)
3 4 6 7
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IMGVR_UViG_3300045988_166787|3300045988|Ga0495776_034716 1606:12967(+)

amidase (CDS_0146) 10
145 147 148 1 4 5 6 7 89 [111213 14 1516 17 18

MGV-GENOME-0370418 107630:14088(+)
3 4 5678910 11 1213 14 15

uvig_380940 2704:15058(+)
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4 5 6 7 89101112 131415 1617] 19 20

IMGVR_UViG_3300045988_168232|3300045988|Ga0495776_016388 108026:14070(+)
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4 5 6 7 89101112 131415 1617] 19 20

MGV-GENOME-0370503 108026:14070(+)
4 567 8 910 11

MGV-GENOME-0369416 2698:10631(+)

JukAB__JukA (CDS_0006)
3 4 5 7 8 9 10 11 12 13

uvig 180766 2698:16705(+)

6000 nt 1
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