
SAMN00699766_b1_ct2 18467:31537(+)

tail fiber protein (CDS_0023)

24 25
26

27 28 2930
endolysin (CDS_0031)

32 33

Rha-like transcriptional regulator (CDS_0034)

excisionase (CDS_0035)
integrase (CDS_0036)

37 38

transcriptional regulator (CDS_0039)
Retron_VI__HTH (CDS_0040)

41
42 43

OTU_1712 17297:28920(+)

24 29 30 31
endolysin (CDS_0032)

33

excisionase (CDS_0034)

36

IMGVR_UViG_3300019477_000017|3300019477|Ga0197716_100025 18365:30731(+)

28 29
30

endolysin (CDS_0031)

32

excisionase (CDS_0033)

FS_Sma__Sma (CDS_0035)
36

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0037)

41

SRS019045_a1_ct11449_vs01 17321:30769(+)

28 2930
endolysin (CDS_0031)

32

excisionase (CDS_0033)

36
trimeric autotransporter adhesin YadA (NF033478.1) (CDS_0038)

39 40

IMGVR_UViG_3300007724_000023|3300007724|Ga0105680_100204 17321:31131(+)

28 2930
endolysin (CDS_0031)

32

excisionase (CDS_0033)

34 41

IMGVR_UViG_3300008345_000001|3300008345|Ga0115409_100142 17321:29410(+)

28 2930
endolysin (CDS_0031)

32 excisionase (CDS_0033)

IMGVR_UViG_3300007196_000023|3300007196|Ga0103270_100159 19226:32266(+)

tail protein (CDS_0025)
tail fiber protein (CDS_0026)

31 3233
endolysin (CDS_0034)

35 excisionase (CDS_0036)

IMGVR_UViG_3300045988_048687|3300045988|Ga0495776_112594 17300:29051(+)

23 28 2930
endolysin (CDS_0031)

32 excisionase (CDS_0033)

MGV-GENOME-0281138 17300:29051(+)

23 28 2930
endolysin (CDS_0031)

32 excisionase (CDS_0033)

OTU_1581 17297:29969(+)

24 29 3031
endolysin (CDS_0032)

33 excisionase (CDS_0034)

OTU_1594 17297:29869(+)

28 2930
endolysin (CDS_0031)

32 excisionase (CDS_0033)

OTU_1697 17138:30067(+)

29 30 31
endolysin (CDS_0032)

33 excisionase (CDS_0034) 40

IMGVR_UViG_3300007502_000028|3300007502|Ga0104995_100091 18467:34790(+)

28
29

30

endolysin (CDS_0031)

32
excisionase (CDS_0033)

34

FS_Sma__Sma (CDS_0035)

36
Hpt (VF0264) (CDS_0037)

38

MGV-GENOME-0279646 18467:28127(+)

tail fiber protein (CDS_0029) 30
31

endolysin (CDS_0032)

33

IMGVR_UViG_3300008280_000005|3300008280|Ga0114267_100099 16649:28103(+)

25

tail fiber protein (CDS_0028)

29
30

endolysin (CDS_0031)

32

OTU_1649 18467:26969(+)

30 3132
endolysin (CDS_0033)

34

uvig_311980 17300:40240(+)

28 29 30 31
endolysin (CDS_0032)

33

excisionase (CDS_0034)

35 36
Hpt (VF0264) (CDS_0037)

38

RelE-like toxin (CDS_0039)

40 41 42 43 44 45
FS_Sma__Sma (CDS_0046)

47

MGV-GENOME-0289546 17297:30253(+)

29 30 31 32
endolysin (CDS_0033)

34 excisionase (CDS_0035)

uvig_316284 17297:32411(+)

28 29 30

endolysin (CDS_0031)

32

excisionase (CDS_0033)

integrase (CDS_0034)
35

FS_Sma__Sma (CDS_0036)

37

9000 nt

integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function Defence Virulence AMR


