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DNA polymerase (CDS_0031) CDS_0036 CDS_0037
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IMGVR UV|G 3300030063 _000010|3300030063|Ga0238611_10001 23785:32917(+)
CDS_0024 Mom-like DNA modification protein (CDS_0025)
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transposase (CDS_0033)
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Mom-like DNA modification protein (CDS_0032)
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CDS_0033 CDS_0034 metal-dependent phosphohydrolase (CDS_0039)
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CDS_0034

IMGVR_UViG_3300045988_062493|3300045988|Ga0495776_093135 24609:34344(+)
DNA methyltransferase (CDS_0019) Mom-like DNA modification protein (CDS_0020)
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Mom-like DNA modification protein (CDS_0032) Mom-like DNA modification protein (CDS_0033) CDS_0036
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head closure Hc1 (CDS_0002)
terminase large subunit (CDS_0001)
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DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis other unknown function
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