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IMGVR_UViG_3300008672_000022|3300008672|Ga0111519_100699 9449:35075(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0018)
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IMGVR_UViG_3300029105_000166|3300029105|Ga0169199_1000293[1-48929 9424:37508(+)
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