
IMGVR_UViG_2826266216_000001|2826266216|2826266250|99020-139709 32607:40688(+)

44 45 46
single strand DNA binding protein (CDS_0047)

48 49 50 51 52 53 54 55 56 57 58 59 60 61 terminase small subunit (CDS_0062)

SRS148820_a1_ct18953_vs01 31371:38763(+)

48 49 50 51 52 53 54 55

IMGVR_UViG_2585427980_000001|2585427980|2585483814 30863:38120(+)

45 47 48 49 50 51

MGV-GENOME-0300001 35076:41533(+)

DNA methyltransferase (CDS_0049) 50 51 52 53

IMGVR_UViG_3300008534_000010|3300008534|Ga0111050_100120 32433:40528(+)

MazG-like pyrophosphatase (CDS_0044)
HNH endonuclease (CDS_0049)

50 51
DNA methyltransferase (CDS_0052)

53 5455 56 57 58

uvig_356548 31345:37421(+)

CDS_0047
DNA methyltransferase (CDS_0048)

CDS_0049
CDS_0051

CDS_0052 CDS_0054
CDS_0055

CDS_0056

CDS_0057
CDS_0058

IMGVR_UViG_3300008153_000033|3300008153|Ga0114320_1000150 32624:38867(+)

CDS_0048 CDS_0049
DNA methyltransferase (CDS_0050)

CDS_0051 CDS_0053

IMGVR_UViG_3300039383_000020|3300039383|Ga0169606_0061|6940-49477 33857:42536(+)

49
DNA methyltransferase (CDS_0050)

51 52 53 54 55 56 57 58

MGV-GENOME-0261129 30152:38647(+)

44 45 46 47 48 49 50 51 52 HNH endonuclease (CDS_0056)

SRS143604_a1_ct40180 32110:39589(+)

HNH endonuclease (CDS_0046) 49 50 51 52 53 54

IMGVR_UViG_3300008715_000040|3300008715|Ga0115609_1000344 31608:38031(+)

46 47 48 49 50 51

IMGVR_UViG_3300008269_000023|3300008269|Ga0114154_100459 29943:37061(+)

48 49 50 51 52 53

TemPhD_cluster_33029 31367:38346(+)

CDS_0047 CDS_0048 CDS_0050 CDS_0051

IMGVR_UViG_3300007315_000018|3300007315|Ga0104930_100206 35343:42830(+)

CDS_0047 CDS_0048
CDS_0050

CDS_0051
CDS_0052

CDS_0053

SRS047290_a1_ct9835 30341:37862(+)

46 47 48 49 50 HNH endonuclease (CDS_0054)

ivig_4476 41662:48746(+)

CDS_0056
CDS_0057

CDS_0058 CDS_0059

IMGVR_UViG_3300045988_031110|3300045988|Ga0495776_085681 31227:38486(+)

CDS_0045 Druantia_II__DruM (CDS_0046)

IMGVR_UViG_3300008143_000021|3300008143|Ga0114287_100278 30044:35789(+)

Druantia_II__DruM (CDS_0044)
CDS_0045

CDS_0046

IMGVR_UViG_3300029622_000476|3300029622|Ga0245124_1000104|6555-47083 32537:40527(+)

48 49 50 51 52 53 54

uvig_179459 34788:42217(+)

CDS_0052
CDS_0053

CDS_0054

IMGVR_UViG_2826249636_000001|2826249636|2826249669|173-39856 31896:39682(+)

DNA methyltransferase (CDS_0049) 50 51 52 53

IMGVR_UViG_3300008636_000020|3300008636|Ga0111420_100446 29730:37655(+)

DNA methyltransferase (CDS_0046)
47 48 49 50 51

IMGVR_UViG_2826230354_000002|2826230354|2826230370|15650-61696 36252:43832(+)

Druantia_II__DruM (CDS_0048)
49 50 51 52 53 54

55
56 HNH endonuclease (CDS_0058) 60 62

SRS015057_a1_ct12024 32250:36531(+)

DNA binding protein (CDS_0047)DNA binding protein (CDS_0048)

MGV-GENOME-0228384 24614:30780(+)

CDS_0034 CDS_0037 CDS_0039
CDS_0040

SRS020400_a1_ct12187_vs01 38503:45198(+)

MazG-like pyrophosphatase (CDS_0053)
CDS_0058

CDS_0059 CDS_0061
CDS_0062

CDS_0063

SRS018501_a1_ct22578_vs01 31126:38057(+)

CDS_0053
CDS_0054

CDS_0055
CDS_0056

SRS014528_a1_ct10739 28738:35925(+)

42 50 51 52 53 54 55

IMGVR_UViG_3300011936_000140|3300011936|Ga0119780_100048|6982-48288 35439:41305(+)

54 55 5657 58 59

SRS104279_a1_ct31731 31172:37436(+)

47 48 53 54 55 56 57

IMGVR_UViG_2531839453_000001|2531839453|2531899367|255687-297794 36058:42106(+)

CDS_0054 CDS_0055
CDS_0056

CDS_0057

MGV-GENOME-0231164 27358:33546(+)

47 48 49 50 51

SRS012983_a1_ct6679 29265:38014(+)

DNA binding protein (CDS_0047)
DNA binding protein (CDS_0048) 51 52 53 54 55

IMGVR_UViG_3300045988_101756|3300045988|Ga0495776_086272 31210:38699(+)

45 49 50 51 52 53 54 55

3000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function Defence


