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CDS_0035

IMGVR_UViG_3300008628_000003|3300008628|Ga0111366_100121 24126:30424(+)
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SRS143604_a1_ct40180 22190:30810(+)
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CDS_0033 CDS_0034
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CDS_0038

IMGVR_UViG_3300045988_031110|3300045988|Ga0495776_085681 23352:31230(+)

CDS_0028 CDS_0033 MazG-like pyrophosphatase (CDS_0038)
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CDS_0034 CDS_0038
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29 30 31 32 anti-repressor Ant (CDS_0035)

anti-repressor (CDS_0036)

37
38

39
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