transcriptional repressor (CDS_0035)

CDS_0037
CDS_0029 CDS_0034 EDS_OOSS RecE-like recombination exonuclease (CDS_0042)
CDS_0028 CDS_0030 CDS_0031 CDS_0032 CDS_0033 CDS_0036 \ CDS_0039 CDS_0040 CDS_0041

/) —C @3 @D O >— )~ )

uvig 595943 23171:31855(+)

CDS_0031
CDS_0030 CDS_0032 CDS_0037

/) —C =< (——@E-@Ea@m{o-{ O Of A -0

IMGVR_UViG_3300045988_060002|3300045988|Ga0495776_005533 21244:29353(+)

transcriptional repressor (CDS_0034)
CDS_0031 CDS_0033 CDS_0037

0 b XAEA-ETHD T - )

IMGVR_UViG_3300045988_010143|3300045988|Ga0495776_125820 22913:29166(+)

CDS_0032 CDS_0033 CDS_0035

T —C @ d—@Ead{oEr L o I

MGV-GENOME-0279929 24664:32398(+)

CDS_0034
CDS_0031 CDS_0032 T CDS_0035

/S —C  =EK K @@ L —0

SAMN11252278 al_ct7708 23619:31801(+)

CDS_0030 CDS_0033
CDS_0029 CDS_0031 T cDs_0035 CDS_0036 CDS_0038

/o D— A < <K K L )

MGV-GENOME-0284467 22705:30948(+)

CDS_0031 CDS_0032

T —< —OOOETEE < S T )

SAMN10080937_al ct750 22590:29531(+)

CDS_0033 transcriptional repressor (CDS_0036)

B < —OOCEC K HEHEE T O )

MGV-GENOME-0290654 26780:34070(+)

CDS_0032 CDS_0033

[ — —O@ECE<C K

SAMNO9781743_a1_ct20582 23605:28743(+)
CDS_0037 CDS_0038 CDS_0042

a<_  @—a@mEe-er 0 i,

MGV-GENOME-0281965 26986:33895(+)

CDS_0032
| cDs 0033
l ! K @0 T A 0
MGV-GENOME-0268777 22677:28562(+)
CDS_0035

T CDS_0036 CDS_0038

O K — T )

IMGVR_UViG_3300045988_035184|3300045988|Ga0495776_126308 23826:30279(+)

CDS_0019 CDS_0021 CDS_0028
[ CDS.0020 | endolysin (CDS_0022) CDS 0027 | CDS 0029

O FEOE K -E-@EC{{ o > )

IMGVR_UViG_3300045988_015507|3300045988|Ga0495776_183833 19276:26847(+)

CDS_0041
CDS_0040 CDS0047  CDS_0048
K K HIC KOO >— 1A U )

uvig 384491 24784:32691(+)

CDS_0046 CDS_0048
CDS_0037 CDS_0040 CDS_0041 CDS_0042 | CDS_0047]  CDS_0049

< | KEH - {OEs— {0 — O T

OTU_2173 25220:33719(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function



