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20 | | 24 25 26 27129 30

uvig 446942 9501:29966(+)

QnrE family quinolone resistance pentapepﬂ@ repeat protein (NFO33375.2) (CDS_0026)
tail fiber protein (CDS_0024)
2021 22 23 25 | 27 28 29 30 31

MGV-GENOME-0328144 9498:30326(+)

tail fiber protein (CDS_0024)
2021 22 23 25 26 27 28 29

MGV-GENOME-0324272 9498:29165(+)

QnrE family quinolone resistance pentapeptide repeat protein (NFO33375.2) (CDS_0032)
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RT_II-AM_I1I-B_2 (CDS_0025) 33
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