
IMGVR_UViG_2529293063_000017|2529293063|2529393796|109196-148232 26482:36082(+)

head closure (CDS_0031)

CDS_0032
tail protein (CDS_0033)

ParA-like partition protein (CDS_0034)
CDS_0035

CDS_0036

Mok_Hok_Sok__Hok (CDS_0037)

CDS_0038
Peritrichous flagella (VF0967) (CDS_0039)

CDS_0040

transcriptional regulator (CDS_0041)

CDS_0042
CDS_0043

CDS_0044

uvig_35229 24406:31755(+)

CDS_0030

TemPhD_cluster_62200 24163:31814(+)

CDS_0032 methyltransferase (CDS_0033)

IMGVR_UViG_2703718792_000015|2703718792|2703738262|27504-64640 24760:34203(+)

CDS_0031
CDS_0034

CDS_0035 Peritrichous flagella (VF0967) (CDS_0036)

uvig_319297 25379:34541(+)

CDS_0034
CDS_0035

CDS_0036

IMGVR_UViG_2721755644_000001|2721755644|2721801177|1580250-1616307 23103:33125(+)

CDS_0030
CDS_0031

CDS_0032 Peritrichous flagella (VF0967) (CDS_0033)

IMGVR_UViG_2602041657_000010|2602041657|2602070644|74369-111431 24678:34108(+)

CDS_0030 CDS_0033 CDS_0034 Peritrichous flagella (VF0967) (CDS_0035)

uvig_279109 24383:39254(+)

33 34

Peritrichous flagella (VF0967) (CDS_0035)

36
FAS-II (VF0809) (CDS_0037)

38 39

IMGVR_UViG_2913152634_000006|2913152634|2913152634|3212782-3252326 25830:36611(+)

CDS_0028 CDS_0032 CDS_0034 CDS_0035 Peritrichous flagella (VF0967) (CDS_0036)

IMGVR_UViG_2563366953_000004|2563366953|2563398747|760630-797679 24437:34117(+)

CDS_0031 Peritrichous flagella (VF0967) (CDS_0032)

IMGVR_UViG_2563366954_000003|2563366954|2563398806|7209-45792 23011:35651(+)

CDS_0027 CDS_0032 CDS_0034
Peritrichous flagella (VF0967) (CDS_0035)

CDS_0037

IMGVR_UViG_2534681936_000021|2534681936|2534763665|106496-143976 20877:34220(+)

tail protein (CDS_0027) CDS_0032
tail protein (CDS_0033)

CDS_0034 CDS_0037

IMGVR_UViG_2526164597_000014|2526164597|2526179977|368843-406312 20810:34155(+)

CDS_0029
tail protein (CDS_0030)

CDS_0031 CDS_0035

5000 nt

DNA, RNA and nucleotide metabolism connector integration and excision other tail transcription regulation unknown function Defence Virulence


