
MGV-GENOME-0249583 16972:24367(+)

CDS_0020

endolysin (CDS_0021)
CDS_0022

CDS_0023

DNA polymerase (CDS_0024)

CDS_0025
CDS_0026

CDS_0027

CDS_0028

CDS_0029

PD-Lambda-5__PD-Lambda-5_B (CDS_0030)

CDS_0031
CDS_0032

MGV-GENOME-0266630 17460:24377(+)

CDS_0025 CDS_0026

IMGVR_UViG_3300029115_000249|3300029115|Ga0168848_100042|86729-118083 17023:24237(+)

CDS_0025 CDS_0026 CDS_0031

MGV-GENOME-0235876 16976:25236(+)

CDS_0025
transposase (CDS_0026)

CDS_0027
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_085824|3300045988|Ga0495776_104061 17462:26489(+)

CDS_0025 CDS_0026
CDS_0027

CDS_0029

CDS_0030
CDS_0033

MGV-GENOME-0207841 15461:24299(+)

CDS_0029 CDS_0030

IMGVR_UViG_3300045988_093391|3300045988|Ga0495776_101127 17581:26635(+)

CDS_0029 CDS_0030

IMGVR_UViG_3300007805_000084|3300007805|Ga0105637_100522 16975:27953(+)

25
transposase (CDS_0026)

ABC transporter (VF0818) (CDS_0027)

28 29 32

IMGVR_UViG_3300045988_082954|3300045988|Ga0495776_063544 16977:26446(+)

25 26 27
28

29

MGV-GENOME-0222143 16837:25043(+)

CDS_0028 CDS_0029
CDS_0035

IMGVR_UViG_3300045988_072678|3300045988|Ga0495776_104432 17460:25663(+)

CDS_0029 CDS_0030

MGV-GENOME-0229799 17460:26421(+)

CDS_0029
CDS_0030

DNA methyltransferase (CDS_0033)

DNA methyltransferase (CDS_0034)

MGV-GENOME-0230991 17460:26922(+)

CDS_0029 CDS_0030

MGV-GENOME-0270868 16975:27075(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028 CDS_0031

MGV-GENOME-0270296 17457:27478(+)

CDS_0022 CDS_0027
CDS_0029

CDS_0030

MGV-GENOME-0237357 16975:26500(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

MGV-GENOME-0233713 16973:26528(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

IMGVR_UViG_3300045988_088095|3300045988|Ga0495776_060272 17023:27519(+)

CDS_0025
CDS_0026

CDS_0027 CDS_0028

IMGVR_UViG_3300045988_086464|3300045988|Ga0495776_062634 16975:28300(+)

CDS_0025
CDS_0026 CDS_0027 CDS_0028

IMGVR_UViG_3300045988_103667|3300045988|Ga0495776_173994 16979:26542(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

IMGVR_UViG_3300045988_083837|3300045988|Ga0495776_064460 16976:26770(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

MGV-GENOME-0234409 16975:26670(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

uvig_546491 16975:26110(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

MGV-GENOME-0268028 17023:25555(+)

CDS_0026
ATPase (CDS_0027)

CDS_0028

MGV-GENOME-0231967 16976:26083(+)

CDS_0025
CDS_0026

CDS_0027

uvig_356997 16351:27571(+)

24
transposase (CDS_0025)

26 27 28 29

IMGVR_UViG_3300029434_000125|3300029434|Ga0243855_1000907 16980:28988(+)

25 26 27
ABC-type heme transporter (VF0739) (CDS_0028)

29 30

IMGVR_UViG_3300045988_068094|3300045988|Ga0495776_153060 17025:28071(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

CDS_0032

IMGVR_UViG_3300029593_000242|3300029593|Ga0245135_100567|5431-41888 16976:28935(+)

25
transposase (CDS_0026)

27 28 29 30 31

IMGVR_UViG_3300029749_000495|3300029749|Ga0245202_1000840|1-34669 16983:27131(+)

CDS_0024
CDS_0025

CDS_0026 CDS_0027

IMGVR_UViG_3300029767_000341|3300029767|Ga0243804_100844|1-34544 16975:26158(+)

CDS_0025
anti-Pycsar (APIS058) (CDS_0026)

CDS_0027

MGV-GENOME-0254125 16976:26237(+)

CDS_0025
GtcA (VF0607) (CDS_0026)

CDS_0027

IMGVR_UViG_3300045988_097657|3300045988|Ga0495776_044301 16975:28791(+)

25 26 27 2829 30 31

IMGVR_UViG_3300029021_000211|3300029021|Ga0169710_100059|101858-137086 16975:26843(+)

25
transposase (CDS_0026)

27 28 29

MGV-GENOME-0246592 16975:27799(+)

25 26 27
28

29 30 31

uvig_283171 16351:26594(+)

CDS_0024
CDS_0025

CDS_0026
CDS_0027

CDS_0029

uvig_172601 16975:33899(+)

25
transposase (CDS_0026)

27 28 29 30 31 DNA binding protein (CDS_0032)

MGV-GENOME-0324785 16977:28244(+)

25
transposase (CDS_0026)

27

phosphoesterase (CDS_0028)
29

30 31
32

IMGVR_UViG_3300045988_087587|3300045988|Ga0495776_189083 16973:26321(+)

25 26
27

28
29

MGV-GENOME-0239634 16973:26577(+)

25 26
27

28
29

34

IMGVR_UViG_3300045988_087001|3300045988|Ga0495776_021324 16975:27678(+)

25 26 27
28

29 31 32

IMGVR_UViG_3300045988_086871|3300045988|Ga0495776_021200 16975:27639(+)

CDS_0025
CDS_0026

CDS_0027 CDS_0028

IMGVR_UViG_3300045988_069919|3300045988|Ga0495776_177999 16975:28771(+)

25 26 27 28 29

MGV-GENOME-0232329 17460:26648(+)

CDS_0030 CDS_0031

MGV-GENOME-0232076 17461:26615(+)

CDS_0029 CDS_0030

MGV-GENOME-0281739 17460:26188(+)

CDS_0028 CDS_0029

IMGVR_UViG_3300045988_074395|3300045988|Ga0495776_064170 16976:26232(+)

CDS_0025 CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_075408|3300045988|Ga0495776_104028 16975:26481(+)

24 25 26 27 28

IMGVR_UViG_3300045988_095608|3300045988|Ga0495776_002354 17460:26904(+)

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_071494|3300045988|Ga0495776_176233 16972:27039(+)

25 26 27
28

29 DNA methyltransferase (CDS_0035)

IMGVR_UViG_3300045988_091653|3300045988|Ga0495776_182801 16976:27323(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

CDS_0033
CDS_0034

IMGVR_UViG_3300045988_067143|3300045988|Ga0495776_173002 16975:25581(+)

CDS_0024
CDS_0027

CDS_0028

uvig_59267 16975:33910(+)

25
transposase (CDS_0026)

27 28 29 30 31
esterase (CDS_0032)

33 34 35

Han_2018_ERR1398260_NODE_368_length_36358_cov_16.672644 16972:29248(+)

25
transposase (CDS_0026)

27

multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0028)

29 30
DNA binding protein (CDS_0031)

33

IMGVR_UViG_3300045988_038249|3300045988|Ga0495776_173995 17460:25217(+)

CDS_0027
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_094741|3300045988|Ga0495776_079670 17507:25491(+)

CDS_0027
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_085741|3300045988|Ga0495776_104166 17456:26791(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300045988_185915|3300045988|Ga0495776_110391|207-33663 17507:26596(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0228563 17506:26462(+)

CDS_0029

CDS_0030
CDS_0031

CDS_0036

MGV-GENOME-0232218 17562:26897(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300029479_000012|3300029479|Ga0244137_100556 17507:26844(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0270549 17508:25311(+)

CDS_0027
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_099926|3300045988|Ga0495776_002347 17461:27174(+)

CDS_0029
CDS_0030

CDS_0031

IMGVR_UViG_3300029559_000293|3300029559|Ga0244915_100040|123385-154395 17023:24149(+)

CDS_0025
CDS_0026

MGV-GENOME-0273775 17508:26436(+)

CDS_0028
CDS_0029

CDS_0030

IMGVR_UViG_3300045988_082540|3300045988|Ga0495776_146188 17508:26726(+)

CDS_0028
CDS_0029

CDS_0030

MGV-GENOME-0263243 16979:25335(+)

CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_3300045988_072724|3300045988|Ga0495776_037951 16972:25582(+)

CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_3300029501_000119|3300029501|Ga0244796_100235|24180-56883 17024:25845(+)

25

transposase (CDS_0026)

27
28

29

IMGVR_UViG_3300045988_143287|3300045988|Ga0495776_071263 16975:35104(+)

25 26 27

Menshen__NsnB (CDS_0028)

29 30 31
transposase (CDS_0032)

33 34 40

MGV-GENOME-0308880 15855:25837(+)

RT_III-AM_III-B_2 (CDS_0019)

CDS_0021

endolysin (CDS_0022)
CDS_0026

CDS_0027 CDS_0028

uvig_455363 16975:40503(+)

25
transposase (CDS_0026)

27 28 29 30 31 32 33 34 35 36
anti-Pycsar (APIS058) (CDS_0037)

DNA binding protein (CDS_0038)

IMGVR_UViG_3300029363_000213|3300029363|Ga0243878_100117|98359-132474 16975:26984(+)

CDS_0025
CDS_0026

CDS_0027
CDS_0028

CDS_0034

MGV-GENOME-0276895 17022:34490(+)

25 26 27 28
29

30 31 32 33 34 35 36 37

uvig_214912 16974:37520(+)

25

transposase (CDS_0026)

27
transposase (CDS_0028)

29 30

LOS (VF0326) (CDS_0031)

32 33 34
DNA methyltransferase (CDS_0035)

36

HspX (VF0301) (CDS_0037)
38

39

IMGVR_UViG_3300045988_139495|3300045988|Ga0495776_128034 16971:33554(+)

25 26 27
DNA topoisomerase II large subunit (CDS_0028)

DNA topoisomerase II (CDS_0029)

30
31 32

33 37 39
DNA methylase (CDS_0040)

41

MGV-GENOME-0219896 15855:24426(+)

CDS_0024
CDS_0025

MGV-GENOME-0210907 15856:22791(+)

CDS_0024

MGV-GENOME-0248403 15855:22725(+)

CDS_0025 CDS_0026

IMGVR_UViG_3300029316_000342|3300029316|Ga0242768_100041|29616-61513 17464:24179(+)

CDS_0026
CDS_0027

DNA methyltransferase (CDS_0030)

IMGVR_UViG_3300029455_000092|3300029455|Ga0244160_100013|185293-216170 16972:24023(+)

CDS_0025

uvig_111180 16975:35902(+)

25
transposase (CDS_0026)

27 28 29 30 31 32 33
34

35 36 37

uvig_189285 16976:37864(+)

25
transposase (CDS_0026)

272829 30

rolling circle DNA replication initiation (CDS_0031)

integrase (CDS_0032)
33

RegX3 (VF0858) (CDS_0034)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0035)

HitABC (VF0268) (CDS_0036)

37 38 39 DNA binding protein (CDS_0040)

uvig_230332 17023:33876(+)

25
transposase (CDS_0026)

27 28 29
DNA polymerase (CDS_0030)

phosphofructokinase (CDS_0031)

33

uvig_290918 16975:39075(+)

25 26 27
peptide deformylase (CDS_0028)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0029)

30 31

Cfr family 23S rRNA (adenine(2503)-C(8))-methyltransferase (NF000424.4) (CDS_0032)

Serine-threonine phosphatase stp (VF0787) (CDS_0033)
serine-threonine kinase (CDS_0034)

35 36 37

MGV-GENOME-0267254 16975:31887(+)

25 26

Avd protein of DGR (CDS_0027)

RT_III-AM_III-B_2 (CDS_0028)

29
30

31

endolysin (CDS_0032)

33

Retron_VI__HTH (CDS_0034)

35
transposase (CDS_0036)

37

uvig_151597 16975:37843(+)

25

transposase (CDS_0026)

27
28

transposase (CDS_0029)

30 31 32 33
transposase (CDS_0034)

35 36 37 38

uvig_305777 16978:44369(+)

24 25 26 27 28 29 30
LigA (VF1220) (CDS_0031)

32 33 34 35 36 37 38 39 40 41

uvig_40723 16976:39041(+)

25
transposase (CDS_0026)

27 28 29 30 31
Copper exporter (VF0849) (CDS_0032)

33 34 35 36 42

uvig_252322 16975:44206(+)

26
transposase (CDS_0027)

28 29 30 31 32 33 34 35 36 37 38

uvig_197250 16976:42296(+)

24
transposase (CDS_0025)

Tryptophan synthesis (VF0813) (CDS_0026)

27 28 29 30
transcriptional repressor (CDS_0031)

32 33 34

Siderophore-dependent iron uptake system (VF0738) (CDS_0035)

36 37
ABC transporter (CDS_0038)

39 40 41

DNA binding protein (CDS_0042)

43 44

uvig_282764 16975:33595(+)

25 26 27
ATP-dependent protease (CDS_0028)

29 30 31 3233 34 3536

uvig_85758 15855:38349(+)

26
transposase (CDS_0027)

28

Reverse transcriptase (CDS_0029)

30 31 32

arsinothricin resistance N-acetyltransferase ArsN1 family B (NF040504.1) (CDS_0033)

34 35 36 37 38 39 DNA binding protein (CDS_0040)

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function
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