transcriptional regulator (CDS_0033)
baseplﬂé protein (CDS_0034) Cox-like excisionase and repressor (CDS_0039)
CDS_0028 CDS_0030 CDS_0032 CDS_0037 DS_0040
CDS_0027 CDS_0029 | cDps.0031 | CDS_0035 CDS 0036 |CDS.0038| | CDS 0041
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IMGVR_UViG_2571042794_000007|2571042794| 2571147491|47896*§4462 22262:34284(+)

transcriptional regulator (CDS_0033)
CDS_0032 [

TemPhD_cluster_37924 20275:30177(+)

transcriptional regulator (CDS_0035)
CDS_0034 | CDS_0036

IMGVR_UViG_2874057671_000004|2874057671| 2874057693|315842-35 1344 23384:32911(+)

transcriptional regulator (CDS_0031)
CDS_0030 | CDS_0032  CDS_0033 CDS_0036 CDS_0040

|MGVR?UVin27511859327000008|2751185932\2751259652|29292-z3734 19387:31913(+)

transcriptional regulator (CDS_0031)
CDS_0030 |

TemPhD_cluster_44003 19327:29423(+)

transcriptional regulator (CDS_0032)
33 34 35 36

o
|
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uvig 576497 20479:33398(+)

transcriptional regulator (CDS_0032)
CDS_0033 CDS_0035

o
I

TemPhD_cluster_37524_ 23014:33447(+)
CDS_0032 CDS_0034

\MGVR_UVIG_2811995346_OOOOO7|2811995346\2812090608|6-2268794907 21006:31369(+)
CDS_0034
transcriptional regulator (CDS_0032) CDS_OOSST CDS_0035 CDS_0037

IMGVR_UViG_2571042713_000001|2571042713|2571139798|1578 1;19493 1 22444:34556(+)
CDS_0040 CDS_0043

TemPhD_cluster_43464 22965:34477(+)

DNA repair protein (CDS_0033)
transcriptional regulator (CDS_0032) 3435 36

w
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IMGVR_UViG_2791355276_000005|2791355276\2791388123|40467574083030 22202:33991(+)

transcriptional regulator (CDS_0034) Tia/Hek (VF1109) (CDS_0038)
35 36 37 39

E#

IMGVR _UViG_3300013618_000007|3300013618|Ga012 1225_10009\39068*179166 23215:38281(+)
CDS_0035 excisionase (CDS_0038)

IMGVR_UViG_2751185913_000001|2751185913]2751258315 23250:34053(+)
CDS_0032

TemPhD_cluster_62829_ 21267:31866(+)
31 32 Mokosh_type_I__MkoA_C (CDS_0033) 34 35

IMGVR_UVIG_2724678967_000001|2724678967|2724686895|238881-278041 20536:37735(+)

TciB-like inhibition of cell division or resistance to colicin (CDS_0040)
tellurite resistance (CDS_0039)
CDS_0033 CDS_0034 ‘ CDS_0041

%4

TemPhD_cluster_51889 20828:31335(+)

transcriptional repressor (CDS_0035)

TemPhD_cluster_2302 22501:32084(+)
tail protein (CDS_0031)CDS_0033 transcriptional repressor (CDS_0034)

MGV-GENOME-0231663 22108:32099(+)
CDS_0037 CDS 0038

TemPhD_cluster_51144 23921:34098(+)
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