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IMGVR_UViG_2751185932_000008|2751185932|2751259652|29292-63734 19387:31913(+)

CDS_0030
transcriptional regulator (CDS_0031)

CDS_0032 CDS_0033 CDS_0036 CDS_0040

TemPhD_cluster_44003 19327:29423(+)

CDS_0030
transcriptional regulator (CDS_0031)

uvig_576497 20479:33398(+)
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DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
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