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IMGVR_UViG_2925969942_000001|2925969942|2925969942|774378-816393 12582:26886(+)

holin (CDS_0020) 21

Staphylokinase (VF0021) (CDS_0022)

23

CHIPS (VF0424) (CDS_0024)
SCIN (VF0425) (CDS_0025)

FS_Sma__Sma (CDS_0027)

IMGVR_UViG_2657245088_000001|2657245088|2657266456 12540:26160(+)

20 21
integrase (CDS_0022)

Na/K ATPase (CDS_0023)

24

IMGVR_UViG_2693429693_000002|2693429693|2693461311|282359-322262 12539:25095(+)

19 20
integrase (CDS_0021)

Na/K ATPase (CDS_0022)

23

IMGVR_UViG_2724679469_000001|2724679469|2724736429 12539:27070(+)
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