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IMGVR_UViG_643692038_000005|643692038|643692046]2064262-2105533 13556:29341(+)

holin (CDS_0023) Spes (VF0248) (CDS_0026)
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dTDP-4-dehydrorhamnose 3 (CDS_0028)
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IMGVR_UViG_2849889856_000003|2849889856|2849889856|1109862-1151589 13550:31032(+)
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enterotoxin type A/ spelL (CDS_0027)
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IMGVR_UViG_2909166876_000005|2909166876|2909166876|1116046-1157675 13556:29698(+)

Staphylococcal enterotoxinlLSELV) (VF1019) (CDS_0026)
enterotoxin type MspeL (CDS_0025)
holin (CDS_0023) nucIeotTde—sugar epimerase (CDS_0028)
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dTDP-4-dehydrorhamnose 3 (CDS_0030)
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holin (CQS,OOZS) Spes (VF0248) (CDS_0027) nucleotide-sugar epimerase (CDS_0031)
amidase (CDS_0025) Copper exporter (VF0849) (CDS_0029)
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IMGVR_UViG_2627853682_000002|2627853682|2627879867|407201-452982 9162:31731(+)
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