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30 31

Sigma M (VF0822) (CDS_0032)

33

Ma_2019_SRR413683_NODE_422_length_46782_cov_4.066321 9572:31641(+)

19 20
21

holin (CDS_0022)

23 24

membrane protein (CDS_0025)

26

co-chaperonin GroES (CDS_0027)
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26 27

FbpABC (VF0272) (CDS_0028)

29 30

RegX3 (VF0858) (CDS_0031)

MprAB (VF0298) (CDS_0032)
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