DNA methyltransferase (CDS_0044)

CDS_0041
Retron_VI_HTH (CDS_0035)CDS 0037 CDS_0039 CDS_0043 CDS 0047  CDS_ 0049
CDS_0034 T CDs.0036 CDS_0038 €DS_0040 CDS 0042 | CDS_0045 CDS 0046 CDS_0048

-—
MGV-GENOME-0309441 27764:37466(+)

DNA methyltransferase (CDS_0040)

35 37 38 39 | 4142 46
< L O OER-EORER- T O OB
MGV-GENOME-0268156 22096:32300(+)

Druantia_ll__DruM (CDS_0037) DNA methyltransferase (CDS_0038)
< OpOE— R — D
MGV-GENOME-0271006 22878:32725(+)

CDS_0037
IMGVR_UVIG_3300045988.072893(3300045988|Ga0495776_110983 22994:31863(+)

Druantia_ll_DruM (CDS_0036) CDS_0038

CDS_0028 CDS_0032 CDS_0037]

MGV-GENOME-0292466 22325:33%3(4-)

DNA methyltransferase (CDS_0038)
Druantia_ll_DruM (CDS_0039) CDS_0043
CDS_0031 CDS_0037 | CDS_0042 | CDS_0046

MGV-GENOME-0277371 23116:33632(+)
Druantia_ll__DruM (CDS_0038)

CDS_0037 CDS_0039

| MGVR?UVIG?3300045887069325|33OOO45988\GaO495 776_162438 23212:32991(+)

DNA methyltransferase (CDS_0039)
36 37 38 40

uvig 543315 21727:32135(+)

Druantia_ll__DruM (CDS_0034)
CDS_0027 CDS 0035 CDS_0037
"~ cDs_0028 cbs_0036

iﬁ

MGV-GENOME-0312859 20870:29500(+)

DNA methyltransferase (CDS_0036)
33 34 35 37

i%

MGV-GENOME-0293093 20834:29315(+)
35 36 3738 39

uvig_426318 21351:30362(+)
35 36 3738 39

MGV-GENOME-0263520 22130:30426(+)
4849 50 53 54 55 56 57

L)
vig 255211 37382:46293(+)
36 37 38 39 40

| MGVR,UViG,SSOOOZ‘?SS{OO%‘?OI3300029534\ Ga0245005_100125[6651-46683 22313:31857(+)

DNA methyltransferase (CDS_0039)
Druantia_ll__DruM (CDS_0038)
CDS_0037 \ CDS_0040

L )
IMGVR_UViG_3300029426_000011|3300029426|Ga0242789_100753 23140:33874(+)

Druantia_ll__DruM (CDS_0038)
CDS_0037 CDS_0039

MGV-GENOME-02739-52 22874:33136(+)

Druantia_ll_DruM (CDS_0046)
CDsS_0041 CDsS_0045 CDS_0047

L)
uvig_424054 29417:39412(+)

Druantia_ll__DruM (CDS_0038)
CDS_0035 CDS_0039
| cps_0037 | cDs.0040

MGV-GENOME»02999-64 22870:33212(+)

DNA methylase (CDS_0039)
Druantia_ll_DruM (CDS_0037)
36 38| 40

-
IMGVR_UViG_3300045988_059800|3300045988|Ga0495776_162202 22130:32129(+)

DNA methyltransferase (CDS_0048)
CDS_0047
CDS_0046 CDS_0049

-
IMGVR_UViG_3300045988_116873|3300045988|Ga0495776_154901 30422:40492(+)

DNA methyltransferase (CDS_0040)
37 38 39 41

|MGVR?UVinSSOOO2§9O?OOOO18|330002349O\Ga02570537100339 23249:33610(+)

DNA methyltransferase (CDS_0042)
CDS_0041
CDS_0040 \ CDS_0043

-
uvig 486965 24553:34754(+)

DNA methyltransferase (CDS_0040)
CDS_0039
CDS_0038 CDS_0041

-
MGV-GENOME-0273505 23229:32896(+)

CDs 0039
CDS_0038
CDS_0037 | cDs.0040

uvig_253989 22948:3537(“

DNA methyltransferase (CDS_0042)
39 40 41 43

-
MGV-GENOME-0279453 23714:33886(+)

Druantia_ll__DruM (CDS_0041)
CDS_0039
| cDs_0040

DNA methyltransferase (CDS_0042)

| MGVR_UVIG_287375%27_000001|2873758527\ 2873758551 23848:33838(+)

DNA methyltransferase (CDS_0043)
Druantia_ll__DruM (CDS_0042)

40 41 44
L I
uvig 273926 24941:35144(+)
Druantia_ll_DruM (CDS_0039)
37 38 40 41
D ODEDR—TO OB

uvig 434118 22117:33096(+)
Druantia_ll__DruM (CDS_0038)

CDS_0037 CDS_0039

-
MGV-GENOME-0278254 23212:32733(+)

Druantia_ll__DruM (CDS_0030)
CDS_0031
CDS_0027 CDS_0029 [ cDSs.0032

-
IMGVR_UViG_3300045988_064680|3300045988|Ga0495776_127606 18485:28798(+)

DNA methyltrang’grase (CDS_0040)
DNA methylase (CDS_0041)
CDS_0039 | | Druantia_ll_DruM (CDS_0042)

IMGVR_UVIG_330004588_076003|3300045988\Ga0495776_025207 23263:33144(+)

CDS_0038
CDS_0037 Druantia_ll__DruM (CDS_0039)

)
IMGVR_UViG_3300045988_069959|3300045988|Ga0495776_070725 23116:33055(+)

DNA methyltransferase (CDS_0039)
Druantia_ll_DruM (CDS_0038)
CDS_0033 CDS_0037 | cDs.0040

MGV*GENOME702788-74 23330:33656(+)

DNA methyltransferase (CDS_0039)
Druantia_ll__DruM (CDS_0038)
CDS_0037 ‘ CDS_0040

IMGVR_UViG_330004588_059321|3300045988\GaO495776_162505 23300:33626(+)

DNA methyltransferase (CDS_0039)
Druantia_ll__DruM (CDS_0038) CDS_0040

- —
uvig_324498 23099:32619(+)

Druantia_ll__DruM (CDS_0038)
CDS_0037 CDS_0039

- —
MGV-GENOME-0279234 23803:31800(+)

Druantia_ll__DruM (CDS_0039)
CDS_0038 CDS_0040

| MGVR?UVi67330000g727000332|3300008672\Ga011 1519_100161[30327-71561 23332:32569(+)
Druantia_ll__DruM (CDS_0038)

CDS_0037 CDS_0039

SRS015668_al_ct25698 22 144:3594&)

DNA methyltransferase (CDS_0041)
Druantia_ll_DruM (CDS_0039)

CDS_0038 CDS_0040

|MGVR?UVi073300005207000356|33OOOO8520\Ga011 1044_100069[130742-171687 23332:32490(+)

DNA methyltransferase (CDS_0042)
Druantia_ll__DruM (CDS_0041)
CDS_0040 | cDs 0043

L)
uvig 519729 24620:34121(+)

DNA methyltransferase (CDS_0029)
Druantia_ll__DruM (CDS_0028)
CDS_0019 CDS_0027 | cDs 0030

MGV-GENOME-0243100 16143:27018(+)

DNA methyltransferase (CDS_0039)
Druantia_ll__DruM (CDS_0038)
CDS_0037 ‘ CDS_0040

i#

uvig 74639 26912:33516(+)

DNA methyltransferase (CDS_0036)
Druantia_ll__DruM (CDS_0035)
CDS_0029 CDS_0030 CDS_0034 ‘ CDS_0037

iﬁ

MGV-GENOME-0357637 20962:30947(+)

DNA methyltransferase (CDS_0037)
Druantia_ll__DruM (CDS_0036)
CDS_0035 \ CDS_0038

iﬁ

MGV-GENOME-0276732 21485:31347(+)

DNA methyltransferase (CDS_0037)
Druantia_ll__DruM (CDS_0036)
CDS_0035 | cDs 0038

iﬁ

IMGVR_UViG_3300045988_050558|3300045988|Ga0495776_176180 21485:31347(+)

CDS 0059  CDS_0061
CDS_0058 CDS_0060

]
uvig 482736 44282:53533(+)
CDS_0037 CDS_0038

-—
OTU_2293 22958:31463(+)

42
40 41 [43 44

|MGVR?UVI67283742@77000002|2837420027\2837420033|4346-47338 25394:34965(+)
38 39 40 41 42 43

IMGVR_UViG_3300045988_059856|3300045988|Ga0495776_ 025013 23116:33051(+)
36 37 38 39 40 41

IMGVR_UViG_3300045988_072777|3300045988|Ga0495776_172721 21344:30891(+)

Druantia_ll__DruM (CDS_0040)
37 3839 4142 43

-_—
uvig 156160 22636:32861(+)
CDS_0036

| MGVR?UVinSSOOOétS9887058458|33OOO4§’88\Ga04957767005624 21538:31000(+)

DNA methyltransferase (CDS_0037)
@S_OOS?
Druantia_lI__DruM (CDS_0036) CDS_0038

| MGVR?UVinS3OOO45988,0769m|3300045988\Ga04957767146265 22113:32913(+)

DNA methyltransferase (CDS_0038)
DNA methyltransferase (CDS_0037) CDS_0039

MG\/—GENOME-02735-64 23086:32909(+)

DNA methyltransferase (CDS_0038)
CDS_0037 CDS_0039

IMGVR_UVIG_3SOOO4588_065900|3300045988\630495776_114131 23086:32909(+)

CDS_0040
CDS 0041
CDS_0039 | cps_o0042

|MGVR?UVI673300005647000020|3300006464\(330 100221_1000577 23327:33272(+)

CDS_0056
CDS_0055

MG\/-GENOME—O349£4 41555:49888(+)

CDS_0039
| cDs.0040

-
uvig 299147 23330:31663(+)

39
3¢ 37 384041

IS
o

MGV-GENOME-0308125 22130:32950(+)

DNA methylase (CDS_0040)
36 37 3839 41

| MGVR?UVinS3OOO45988,08953-9|3300045988\GaO4957767113604 22138:32553(+)

DNA methylase (CDS_0049)
45 46 4748 | 50

-
uvig 528217 31193:41194(+)

DNA methylase (CDS_0043)
39 40 4142

| MGVR_UVIG_SBOOOZ%19_000023|3300029019\ Ga0169654_100201 26734:36176(+)

DNA methylase (CDS_0040)
36 37 3839

IMGVR_UViG_3300045988_076040|3300045988|Ga0495776_072061 21887:32208(+)

26
15 23 24 252728

MGV-GENOME-0222670 12445:23952(+)

DNA methylase (CDS_0040)
37 3839 41

MG\/—GENOME-0275GT4 22955:32699(+)

DNA methylase (CDS_0042)
38 39 4041 43

|MG\/R_U\/iG_330004588_084487|3300045988\630495776_170776 23184:32732(+)

DNA methyltransferase (CDS_0042)
38 39 4041 43

-_—
uvig 288080 22720:31950(+)
37 38 3940 41

|MGVR?UVI673300025457000023|3300029245 |Ga0168762_100729 23239:32860(+)

DNA methylase (CDS_0038)
34 35 3637 | 39

|MGVR_UVIG_330004588_085129|3300045988\(330495776_086058 20367:29989(+)
9 10 1112 13

uvig 496015 803:10434(+)
36 37 3839 40

IMGVR_UVIG_3300045988_073‘;1|3300045988\Ga0495776_178026 22142:32526(+)
DEDDh_L_IL_II_IV_V_VI_1(CDS_0031) 36 37 3839 40

-_— I
IMGVR UVIG 3300045988 065991|3300045988|Ga0495776 029059 22135:32417(+)
38 39 4041 42

MGV*GENOME70347??1 22996:32543(+)

34 35 3637 38

MGV-GENOME-0302888 20737:30325(+)
42 43 4445 46

uvig 291690 37415:42858(+)

DNA methyltransferase (CDS_0039)
36 37 38 40

MGV-GENOM E-0313E;7 23070:32276(+)

DNA methyltransferase (CDS_0038)
35 36 37 39

MGV-GENOME-0269146 21825:31-933(+)

DNA methyltransferase (CDS_0042)
34 39 40 41 43

MGVR_UVIG_3300045988_076868|3300045988\Ga0495776_010107 24433:32803(+)
38 39 4041 42

-_—
uvig_81858 23348:31717(+)

DNA methylase (CDS_0042)
38 39 4041 43

MGV-GENOME-0289443 24505:32876(+)
40 41 424344 45

-_—
MGV-GENOME-0276891 24592:32961(+)

DNA methylase (CDS_0053) CDS_0054

-_—
uvig_311223 31898:41134(+)

DNA methyltransferase (CDS_0039)
CDS_0037
T CDS.0038 | CDS 0040

| MGVR?U\/in33OOO45887062184|3300045988\63049577671 10224 23043:32891(+)

CDS_0045 CDS_0047
CDS_0044 €DS_0046

-_—
uvig 227463 28112:36407(+)

DNA methyltransferase (CDS_0040)
CDS_0039
CDS_0038 CDS_0041

MGVR7UVin33OOO459887063307|33OOO45988\ Ga0495776_162144 24617:32913(+)

CDS_0040 CDS_0042
CDS_0032 CDS_0039  €DS_ 0041

FG\/fGENOME70273462 24593:32889(+)
36 37 38 39 40 41

|MGVR?UVinS3OOO459887062875|33OOO45%8 |Ga0495776_110108 21490:33134(+)

DNA methyltransferase (CDS_0040)
35 36 37 38 39 | 41

| MGVR?UVin33OOO459887058503|33OOO45-988\6304957767005678 20181:31586(+)

DNA methyltransferase (CDS_0042)
DNA methyltransferase (CDS_0040)
Druantia_ll__DruM (CDS_0039) 41 \ 43

-
uvig_289792 27185:37145(+)

DNA methylase (CDS_0039)
Druantia_ll_DruM (CDS_0036) 37 38| 40

MGV-GENOME-0294159 22308:3581(4-)

DNA methylase (CDS_0041)
38 39 40| 4243

MGV*GENOME*O28075 23910:33791(+)

DNA methyltransferase (CDS_0039)
DNA methyltransferase (CDS_0038)
Druantia_ll__DruM (CDS_0037) ‘ CDS_0040

IMGVR_UViG_330004588_060591|3300045988\ Ga0495776_113741 22954:32754(+)

DNA methyltransferase (CDS_0039)
DNA methyltransferase (CDS_0038)
Druantia_ll__DruM (CDS_0037) ‘ CDS_0040

i

MG\/—GENOME—02727-O7 22954:32754(+)

Druantia_ll__DruM (CDS_0038) CDS_0040
CDS_0039|  CDS_0041

MGV-GENOM E702850?é 24091:34273(+)

DNA methyltransferase (CDS_0039)
CDS_0041
Druantia_ll__DruM (CDS_0038) CDS_7004F

| MGVR_UViG_330004588_061 143]3300045988|Ga0495776_170980 24091:34273(+)

DNA methylase (CDS_0040)
36 37 3839 41

MGV-GENOME-0274106 22136:30989(+)

DNA methylase (CDS_0040)
36 37 3839)| 41

MGV*GENOMI;)271266 22311:31248(+)

DNA methylase (CDS_0040)
36 37 3839 41

IMGVR_UViG_3300045988_063357|3300045988|Ga0495776_146252 22136:30989(+)

DNA methylase (CDS_0041)
37 38 3940 42

MG\/-GENOME-4416$‘) 23090:32553(+)

DNA methylase (CDS_0036)
32 33 3435| 37

|
i%

IMGVR_UViG_3300045988_038857|3300045988|Ga0495776_148273 21198:28968(+)

DNA methylase (CDS_0048)
45 46 47 49

)
IMGVR_UViG_3300045988_103919|3300045988|Ga0495776_098775 28611:38089(+)

DNA methylase (CDS_0040)
37 3839 41

-
IMGVR_UViG_3300029337_000017|3300029337|Ga0243320_1000702 23167:32645(+)

47
45 46 [48 49

MGV-GENOME-O2987-75 28611:38089(+)

DNA methylase (CDS_0042)
38 39 40 41| 43

MGVR7UVin3SOOO45988,060374|33OOO45988\ Ga0495776_070678 24529:33621(+)

DNA methyltransferase (CDS_0040)
Druantia_ll__DruM (CDS_0039)
CDS_0038 | cDs 0041

mGVR7UVi6733OOO45988706 1074[3300045988|Ga0495776_110220 24325:33469(+)

Druantia_ll__DruM (CDS_0039)
CDS_0038 CDS_0040

MG\/-GENOME-O305?76 24425:33843(+)

DNA methylase (CDS_0042)
Druantia_ll__DruM (CDS_0040)

CDS_0039 CDS_0041

CDS_0034

MG\/R7UVI(3733000459887075949|3300045988\GaO4957767176121 24871:33185(+)

DNA methylase (CDS_0042)
Druantia_ll__DruM (CDS_0040)

CDS_0039 CDS_0041

MGVR7UVi673SOOO459887077971|3300045988 |Ga0495776_113919 24537:32851(+)

CDS_0042
| cDs_0043

SAMNO9781729_al _ct42278_vs1 28391:32752(+)

Druantia_ll__DruM (CDS_0046)
43 44 45 47 DNA methyltransferase (CDS_0048)

MG\/-GENOME—O3547?7 28648:39168(+)

Druantia_ll_DruM (CDS_0043)
37 40 41 42 44 DNA methyltransferase (CDS_0045)

- —
uvig_290425 26772:37292(+)

Druantia_ll__DruM (CDS_0046)
43 44 45 47 DNA methyltransferase (CDS_0048)

-
IMGVR_UViG_3300045988_106347|3300045988|Ga0495776_149235 28648:39168(+)

CDS_0041 Druantia_ll__DruM (CDS_0047)
CDS_0040 CDS_0042 CDS_0046 DNA methyltransferase (CDS_0048)

IMGVR7UVin3SOOO4588,1 12690|3300045988|Ga0495776_028663 31635:40594(+)

DNA methylase (CDS_0041)
Druantia_ll_DruM (CDS_0038)
37 3940 |

MGV-GENOME-0279§8 23209:33351(+)

@lA methylase (CDS_0041)
Druantia_ll__DruM (CDS_0038)
37 3940 |

i#

-—
IMGVR_UViG_3300045988_074899|3300045988|Ga0495776_147730 23209:33351(+)

DNA methyltransferase (CDS_0041)
Druantia_ll__DruM (CDS_0040)

29 363738 39 | 42
| S o e G G ey W I B 1 0y N O O, B oy Y I /B

uvig 541968 21998:36358(+)

DNA methyltransferase (CDS_0040)
Druantia_ll__DruM (CDS_0039)

353637 38 | 4
D DD OO O OEEDE
MGV-GENOME-0279678 21296:33436(+)
CDS_0041
CDS 0040 CDS_0042 CDS_0048

)
IMGVR_UViG_3300045988_122434|3300045988|Ga0495776_028158 30823:39063(+)

DNA methyltransferase (CDS_0045)
CDS_0042 Druantia_ll_DruM (CDS_0044)
CDS_0043 \ CDS_0050 CDS_0051

-_—
uvig 290519 27283:37840(+)

CDS_0038 Druantia_ll_DruM (CDS_0040)
CDS_0039 DNA methyltransferase (CDS_0041)

%#

MGV-GENOME-0293831 22743:34746(+)
37 3839 40 41 DNA methyltransferase (CDS_0042)

L
uvig_131782 23271:33857(+)
34 3536 37 38 DNA methyltransferase (CDS_0039)
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CDS_0035 DNA methyltransferase (CDS_0040)

I CDS_0038
CDS_0033 CDS_0036 | CDS 0039 CDS_0041

| MGVR_UViG_330004588_065938|3300045988 [Ga0495776_028898 23095:32542(+)

5000 nt 1

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function Defence
N I



