
uvig_431223 20103:31755(+)

CDS_0024
CDS_0025

CDS_0026

CDS_0027
CDS_0028

CDS_0029
CDS_0030

MntABC (VF0455) (CDS_0031)

CDS_0032

Retron_VI__HTH (CDS_0033)

CDS_0034

CDS_0035
CDS_0036

CDS_0037
CDS_0038

CDS_0039

uvig_204972 20015:32585(+)

CDS_0029 CDS_0030
MntABC (VF0455) (CDS_0031)

SRS140492_a1_ct34496_vs01 20381:29890(+)

CDS_0029 CDS_0030

IMGVR_UViG_3300045988_063391|3300045988|Ga0495776_185440 20381:29846(+)

CDS_0029

uvig_486965 20090:29698(+)

CDS_0029
CDS_0030

Siderophore-dependent iron uptake system (VF0738) (CDS_0031)

IMGVR_UViG_3300045988_059718|3300045988|Ga0495776_150393 20190:26807(+)

CDS_0029 CDS_0033

MGV-GENOME-0339729 20190:26807(+)

CDS_0029

IMGVR_UViG_3300008672_000332|3300008672|Ga0111519_100161|30327-71561 20207:27433(+)

MntABC (VF0455) (CDS_0030)
CDS_0034

IMGVR_UViG_3300029019_000023|3300029019|Ga0169654_100201 20211:31620(+)

CDS_0030 CDS_0031

MGV-GENOME-0280756 20205:28637(+)

CDS_0030

IMGVR_UViG_3300006464_000020|3300006464|Ga0100221_1000577 20255:28486(+)

ABC transporter (CDS_0030) CDS_0037

MGV-GENOME-0309441 20191:32650(+)

CDS_0030
HicB-like antitoxin (CDS_0031)

CDS_0032 Siderophore-dependent iron uptake system (VF0738) (CDS_0033)

MGV-GENOME-0279453 20253:28609(+)

CDS_0030 CDS_0035

IMGVR_UViG_2873758527_000001|2873758527|2873758551 20380:28462(+)

CDS_0029 ABC transporter (CDS_0030)

uvig_239792 20376:31733(+)

CDS_0029 CDS_0030 CDS_0031

uvig_572315 20201:29804(+)

CDS_0029 CDS_0032

MGV-GENOME-0273505 20323:27843(+)

CDS_0029

MGV-GENOME-0282932 20205:28053(+)

CDS_0030

uvig_299147 20073:28133(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0030)

MGV-GENOME-0285006 20202:28816(+)

CDS_0029

IMGVR_UViG_3300045988_061143|3300045988|Ga0495776_170980 20202:28816(+)

CDS_0029 CDS_0036

uvig_72046 19924:33483(+)

28 kinase (CDS_0029)

vancomycin resistance response regulator transcription factor VanR-B (NF000402.1) (CDS_0030)
VirR/VirS (VF0791) (CDS_0031)

Siderophore-dependent iron uptake system (VF0738) (CDS_0032)

MGV-GENOME-0276263 20202:27835(+)

CDS_0030

uvig_235625 20378:28009(+)

CDS_0029

IMGVR_UViG_2837420027_000002|2837420027|2837420033|4346-47338 20094:29912(+)

CDS_0031

IMGVR_UViG_3300045988_074899|3300045988|Ga0495776_147730 21189:27676(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0279234 20248:26687(+)

CDS_0029

IMGVR_UViG_3300045988_061087|3300045988|Ga0495776_027856 20012:27779(+)

CDS_0029

IMGVR_UViG_3300045988_072777|3300045988|Ga0495776_172721 20242:25443(+)

CDS_0030
CDS_0031

CDS_0032

ivig_2223 20094:34178(+)

31
32

33

RegX3 (VF0858) (CDS_0034)

35 MntABC (VF0455) (CDS_0036)

uvig_519729 20061:29009(+)

CDS_0029
CDS_0030

CDS_0031
Siderophore-dependent iron uptake system (VF0738) (CDS_0032)

uvig_5892 20647:30360(+)

CDS_0030
CDS_0031

CDS_0032
Siderophore-dependent iron uptake system (VF0738) (CDS_0033)

uvig_273926 20382:29357(+)

CDS_0029
CDS_0030

CDS_0031
Siderophore-dependent iron uptake system (VF0738) (CDS_0032)

uvig_529598 20056:41870(+)

30

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0031)

ABC transporter (VF0818) (CDS_0032)

ABC transporter (VF0818) (CDS_0033)

34
RegX3 (VF0858) (CDS_0035)

36 MntABC (VF0455) (CDS_0037)

MGV-GENOME-0264447 19718:27068(+)

CDS_0022
CDS_0027

IMGVR_UViG_3300045988_062160|3300045988|Ga0495776_128353 19718:27068(+)

CDS_0027

uvig_543315 19085:27251(+)

CDS_0021
CDS_0022

CDS_0027

uvig_541968 20061:29778(+)

CDS_0029

MGV-GENOME-0279678 21005:26856(+)

CDS_0031
CDS_0032

CDS_0033

uvig_424054 20250:34300(+)

29 30 31
DNA polymerase (CDS_0032)

33

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0034)

35 MntABC (VF0455) (CDS_0036)

IMGVR_UViG_3300008725_000197|3300008725|Ga0115670_1000530 20190:32965(+)

29 30

VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0031)
vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0032)

Siderophore-dependent iron uptake system (VF0738) (CDS_0033)
38

uvig_227463 19838:30771(+)

30 31
RegX3 (VF0858) (CDS_0032)

VirR/VirS (VF0791) (CDS_0033)

Siderophore-dependent iron uptake system (VF0738) (CDS_0034)

IMGVR_UViG_3300045988_116873|3300045988|Ga0495776_154901 20089:35451(+)

29 30
tail protein (CDS_0031)

32 33

Retron_VI__HTH (CDS_0034)

35
36

Siderophore-dependent iron uptake system (VF0738) (CDS_0037)

SAMEA2737801_a1_ct19191_vs1 18694:28108(+)

28
29

Retron_VI__HTH (CDS_0030)

31
32

Siderophore-dependent iron uptake system (VF0738) (CDS_0033)

IMGVR_UViG_3300045988_075949|3300045988|Ga0495776_176121 20193:27517(+)

CDS_0029 CDS_0033
CDS_0034

IMGVR_UViG_3300045988_077971|3300045988|Ga0495776_113919 20061:27183(+)

CDS_0029

uvig_290519 21633:31289(+)

CDS_0032
CDS_0033

CDS_0034
Siderophore-dependent iron uptake system (VF0738) (CDS_0035)

uvig_136714 20381:28530(+)

CDS_0030 CDS_0031

IMGVR_UViG_3300029246_000315|3300029246|Ga0168681_100406|5941-47675 20381:28351(+)

Siderophore-dependent iron uptake system (VF0738) (CDS_0030)

IMGVR_UViG_3300045988_060374|3300045988|Ga0495776_070678 21005:28085(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-4416999 21198:27915(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

IMGVR_UViG_3300029245_000023|3300029245|Ga0168762_100729 21196:28114(+)

CDS_0031
CDS_0032

CDS_0033

MGV-GENOME-0274106 20196:26348(+)

CDS_0029
CDS_0030

CDS_0031

CDS_0032

MGV-GENOME-0271266 20700:26610(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

IMGVR_UViG_3300045988_063357|3300045988|Ga0495776_146252 20196:26348(+)

CDS_0029
CDS_0030

CDS_0031

CDS_0032

MGV-GENOME-0280732 20085:28764(+)

CDS_0029

MGV-GENOME-0305376 20377:28947(+)

CDS_0029
CDS_0030

IMGVR_UViG_7000000736_000020|7000000736|SRS014235_WUGC_scaffold_12288 21005:28732(+)

CDS_0029 CDS_0032
CDS_0033

CDS_0034

CDS_0035

IMGVR_UViG_3300045988_076868|3300045988|Ga0495776_010107 20858:28018(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035

MGV-GENOME-0276891 21005:28177(+)

CDS_0030 CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_061074|3300045988|Ga0495776_110220 20722:30682(+)

CDS_0031

CDS_0032
CDS_0033

CDS_0034
CDS_0038

Druantia_II__DruM (CDS_0039)
DNA methyltransferase (CDS_0040)

CDS_0041
CDS_0042

uvig_14060 20054:36298(+)

29

RegX3 (VF0858) (CDS_0030)
VirR/VirS (VF0791) (CDS_0031)

32 33 34
endolysin (CDS_0035)

36 Siderophore-dependent iron uptake system (VF0738) (CDS_0037)

uvig_528217 20190:36079(+)

29 30 31 32 33 34 35 36 ABC transporter (CDS_0037)

uvig_131782 18826:27566(+)

CDS_0028
CDS_0029

ABC transporter (CDS_0030)

uvig_221589 19636:30467(+)

CDS_0024
CDS_0029

CDS_0030
CDS_0031

Siderophore-dependent iron uptake system (VF0738) (CDS_0032)

IMGVR_UViG_3300045988_069576|3300045988|Ga0495776_109725 19533:27363(+)

CDS_0022
CDS_0023 CDS_0028

MGV-GENOME-0313877 19611:27482(+)

CDS_0028

IMGVR_UViG_3300045988_103919|3300045988|Ga0495776_098775 20389:33427(+)

29 30 31 32 33 34
ABC transporter (CDS_0035)

Siderophore-dependent iron uptake system (VF0738) (CDS_0036)

MGV-GENOME-0344538 20190:32308(+)

29 30 31 32 33 34 Siderophore-dependent iron uptake system (VF0738) (CDS_0035)

uvig_323095 20190:30669(+)

29 30 31 32 Siderophore-dependent iron uptake system (VF0738) (CDS_0033)

MGV-GENOME-0298775 20389:33427(+)

29 30 31 32 33 34
ABC transporter (CDS_0035)

Siderophore-dependent iron uptake system (VF0738) (CDS_0036)

IMGVR_UViG_3300045988_121724|3300045988|Ga0495776_173663 19797:32500(+)

30 31 32 33 34
ABC transporter (CDS_0035)

Siderophore-dependent iron uptake system (VF0738) (CDS_0036)

uvig_34284 19797:30820(+)

30 31 32 33 Siderophore-dependent iron uptake system (VF0738) (CDS_0034)

MGV-GENOME-0354707 20667:32674(+)

29 30 31 32 33 34 35 Siderophore-dependent iron uptake system (VF0738) (CDS_0036)

uvig_290425 20667:30798(+)

29 30 31 32
Siderophore-dependent iron uptake system (VF0738) (CDS_0033)

37

IMGVR_UViG_3300045988_103622|3300045988|Ga0495776_155620 20337:34639(+)

30 31
32

Retron_VI__HTH (CDS_0033)

3435
36

37

integrase (CDS_0038)

39 40
41

42
43

Siderophore-dependent iron uptake system (VF0738) (CDS_0044)

uvig_311223 20059:37110(+)

30
31

32

VirR/VirS two component system (VF0729) (CDS_0033)

34 35 36 37 38 39 40 41
42

MntABC (VF0455) (CDS_0043)

MntABC (VF0455) (CDS_0044)

uvig_232964 20377:35230(+)

29 30 31
32

33
34

35 36

RegX3 (VF0858) (CDS_0037)
FbpABC (VF0272) (CDS_0038)

39 vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0040)

MGV-GENOME-0307622 19768:35118(+)

29 30
31

32 33 34 35 36 Siderophore-dependent iron uptake system (VF0738) (CDS_0037)

IMGVR_UViG_3300045988_122434|3300045988|Ga0495776_028158 19768:35118(+)

29 30
31

32 33 34 35 36 Siderophore-dependent iron uptake system (VF0738) (CDS_0037)

IMGVR_UViG_3300045988_112690|3300045988|Ga0495776_028663 20381:36236(+)

29 30 31 32 33 34 35 36 Siderophore-dependent iron uptake system (VF0738) (CDS_0037)

SRS015663_a1_ct25698 21019:30626(+)

CDS_0032
CDS_0033

CDS_0039
replication initiation protein (CDS_0041)

OTU_2293 21013:30643(+)

CDS_0031
CDS_0032

CDS_0033
CDS_0038 CDS_0041

MGV-GENOME-0278874 21194:30871(+)

CDS_0031
CDS_0032

CDS_0033

IMGVR_UViG_3300045988_059321|3300045988|Ga0495776_162505 21194:30841(+)

CDS_0031
CDS_0032

CDS_0033

uvig_324498 21014:31051(+)

CDS_0032
CDS_0033

CDS_0034

uvig_74639 20382:30731(+)

29
VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0030)

31 32 33

IMGVR_UViG_3300045988_050558|3300045988|Ga0495776_176180 20382:28562(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0276732 20382:28562(+)

CDS_0029
CDS_0030

CDS_0031

MGV-GENOME-0357637 20147:28162(+)

CDS_0029 CDS_0030

MGV-GENOME-0273462 21060:30103(+)

CDS_0032
CDS_0033

CDS_0034

CDS_0035CDS_0040
CDS_0042

IMGVR_UViG_3300045988_063307|3300045988|Ga0495776_162144 21059:30127(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

IMGVR_UViG_3300029534_000090|3300029534|Ga0245005_100125|6651-46683 21192:29071(+)

CDS_0031

CDS_0032
CDS_0033

CDS_0036

IMGVR_UViG_3300045988_065991|3300045988|Ga0495776_029059 21011:29630(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0031)
CDS_0032

CDS_0033
CDS_0036

CDS_0038

IMGVR_UViG_3300045988_020728|3300045988|Ga0495776_155983 20058:27374(+)

CDS_0029

uvig_509096 20190:27493(+)

CDS_0029

IMGVR_UViG_3300045988_027285|3300045988|Ga0495776_168886 20058:27826(+)

CDS_0029 CDS_0030

MGV-GENOME-0349434 20205:46358(+)

29 30 31
endolysin (CDS_0032)

33 34 35 36 primase (CDS_0037) 38 39 40
41

42 43 44
excisionase (CDS_0045)

Siderophore-dependent iron uptake system (VF0738) (CDS_0046)

uvig_482736 20189:48750(+)

29 30 31 32
beta-1 (CDS_0033)

34 35

Retron_VI__HTH (CDS_0036)

37 38
ParA-like partition protein (CDS_0039)

40 41 42

Trigger factor (VF1056) (CDS_0043)

RegX3 (VF0858) (CDS_0044)
VirR/VirS (VF0791) (CDS_0045)

46 47 48

Siderophore-dependent iron uptake system (VF0738) (CDS_0049)

IMGVR_UViG_3300029337_000017|3300029337|Ga0243320_1000702 21200:29859(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034
CDS_0037

CDS_0038
CDS_0039

DNA methylase (CDS_0040)

CDS_0041

MGV-GENOME-0294159 21187:30395(+)

CDS_0031
CDS_0032

CDS_0033CDS_0037

IMGVR_UViG_3300045988_060591|3300045988|Ga0495776_113741 21001:31198(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

MGV-GENOME-0272707 21001:31198(+)

CDS_0031
CDS_0032

CDS_0033

CDS_0034

uvig_592003 21192:32529(+)

vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0029)
MntABC (VF0455) (CDS_0030)

33 34
35

36
37

38
39

42 43

SAMN09781729_a1_ct42278_vs1 21192:32020(+)

29 33 34
35

36
37

38
39

uvig_255211 20249:41305(+)

29 30 31 32 33
34

35 36 37 38 39
ClpE (VF0073) (CDS_0040)

DNA polymerase (CDS_0041)

42 43

Siderophore-dependent iron uptake system (VF0738) (CDS_0044)

48 50

IMGVR_UViG_3300045988_065938|3300045988|Ga0495776_028898 21205:30715(+)

32 33
34

35
36

39

uvig_291690 20068:40071(+)

29

RegX3 (VF0858) (CDS_0030)
vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0031)

FeoAB (VF0160) (CDS_0032)
33 34 35 36 37 38 39

10000 nt
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