
uvig_62867 49590:55913(+)

CDS_0062
CDS_0063

CDS_0064 CDS_0065

CDS_0066
CDS_0067

CDS_0068
CDS_0069

CDS_0070
CDS_0071

CDS_0072
CDS_0073

CDS_0074

CDS_0075
CDS_0076

CDS_0077
CDS_0078

IMGVR_UViG_3300045988_124995|3300045988|Ga0495776_138442 42753:49076(+)

CDS_0061
CDS_0062 CDS_0063

uvig_133638 64396:70491(+)

CDS_0078 CDS_0079 CDS_0080 CDS_0083

uvig_245029 52749:59038(+)

CDS_0076
CDS_0077 CDS_0078 CDS_0082

CDS_0083
DNA methyltransferase (CDS_0084)

SAMEA2737862_b1_ct3 49657:55426(+)

CDS_0066
CDS_0067

CDS_0068
CDS_0069 CDS_0072 CDS_0073 CDS_0075

MGV-GENOME-0346458 50241:55618(+)

CDS_0066
CDS_0067 CDS_0068

MGV-GENOME-0347905 49700:56126(+)

72 75 76 77 78 79 84 85

uvig_16240 45299:51982(+)

CDS_0062
DNA methyltransferase (CDS_0063)

CDS_0064

IMGVR_UViG_3300045988_138479|3300045988|Ga0495776_138363 45299:52301(+)

CDS_0062 CDS_0063
CDS_0064

CDS_0065 CDS_0072

MGV-GENOME-0341548 44173:51178(+)

59 60 61 62 63

uvig_563420 23318:29494(+)

CDS_0038 CDS_0041 CDS_0042 CDS_0043

IMGVR_UViG_3300045988_130291|3300045988|Ga0495776_138418 45490:51535(+)

CDS_0068
CDS_0069 CDS_0070 CDS_0072

MGV-GENOME-0333232 41347:47519(+)

cysH_IV-B_1 (CDS_0057)

Kang_0037_ST001_A_NODE_3_length_67639_cov_43.488015 49353:55011(+)

CDS_0071
CDS_0072

CDS_0073

uvig_194992 47291:53675(+)

CDS_0071
CDS_0072

CDS_0073CDS_0074

uvig_568361 57029:62860(+)

CDS_0080
CDS_0081

CDS_0082 CDS_0083

MGV-GENOME-0345878 48140:55639(+)

66 68 69 70 71 72 73 74

MGV-GENOME-0345193 50860:56852(+)

CDS_0063 CDS_0066
CDS_0067

CDS_0068

uvig_1093 23015:29006(+)

CDS_0038cysH_IV-B_1 (CDS_0039)

3000 nt

other unknown function Defence


