CDS_0004

CDS_0002
"CDS_0003 CDS_0012
CDs_.0001  €DS_0005 CDS_0006 CDS.0007  CDS_0008 CDS_0009 CDS.0010  CDS_0011 CDS_0013 CDS_0014

uvig 118574 3:9727(+)

CDS_0002
CDS_0003CDS_0004 CDS_0007 CDS_0008

uvig 26155 286:10429(+)

CDS_0014 CDS_0012
CDS_0013 phosphoadenosine phosphosulfate reductase (CDS_0011)

uvig_88776 3020:13013(-)
CDS_0008 CDS_0009

uvig 264929 471:10016(+)
CDS_0012 CDS_0011

uvig_543386 3849:12536(-)

CDS_0012
CDS_0013 | CDS.0011

uvig 213748 3637:12591(-)
CDS_0015 CDS_0012 CDS_0011

uvig_133490 3541:12828(-)
CDS_0003 CDS_0008 DNA methyltransferase (CDS_0009)

uvig 307793 313:9370(+)
CDS_0012

CDS_0011

uvig_153195_ 3260:12052(-)

CDS_0009
CDS_0008

uvig 155843 714:9361(+)

CDS_0012 CDS_0011

uvig 390095 3561:12197(-)
CDS_0012

uvig 202521 3555:12111(-)
CDS_0012 CDS_0010
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CDS_0009
CDS_0008 | RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0010)

uvig_377609 681:10248(+)

CDS_0012
CDS_0013 CDS_0011

uvig_273809 3606:12379(-)

CDS_0009
CDS_0008 CDS_0010

uvig_152718_ 686:9561(+)

CDsS_0011
CDS_0010 CDS_0012

uvig 422092 872:9725(+)

CDS_0012
CDS_0013 CDS_0011

uvig_66333 3432:12216(-)
CDS_0003 CDS_0008 CDS_0009

uvig 40946 282:8973(+)
CDS_0010 CDS_0009

uvig_52698 3909:12653(-)

CDS_0012
CDS_0013 CDS_0011

uvig_208021 3235:12537(-)
CDS_0009 DNA methyltransferase (CDS_0010)

MGV-GENOME-0077820 1030:10183(+)
CDS_0013 CDS_0012 CDS_0011

uvig 207502 3437:12745(-)

phosphoadenosine phosphosulfate reductase (CDS_0009)
CDS_0007
~CDS_0008 'CDS_0010

%ﬁ

uvig_194747 284:9815(+)

CDS_0007
CDS.0006 | ~ CDS.0008 CDS_0009

Rampelli_20002_NODE 823 _length 13117 _cov_3.901393 304:9765(+)
CDS_0006 CDS_0005

uvig_182797 501:6179(-)
CDS_0015 CDS_0012 CDS_0011

uvig 398997 3604:12358(-)

4000 nt 1
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