internal virion protein (CDS_0011) AbiD__AbiD (CDS_0016)

tail protein (CDS_0009) | 18 202224 26
78tail protein (CDS_0010) 12 13 14 15 17 [1921[2325
—

MGV-GENOME-0203474 5448:22122(+)

14 15 16 1718

—_—
MGV-GENOME-0200244 5451:22448(+)
22
14 15 16 17 181921]

uvig 595731 5451:22248(+)

T

Diphtheria toxin repressor DtxR (VF0742) (CDS_0015)
transcriptional regulator (CDS_0019)
AbiD_AbiD (CDS 0018)
14 16 17 20

4‘
>

c
<

ga
N
(e}
=
N
o
o
w
N
IS
o
N
@
®
N

PO
+

. . )

transcriptional regulator (CDS_0018)
AbiD_AbiD (CDS0017)
14 15 16 | 19

MGV-GENOME-0210120 5448:24178(+)
transcriptional regulator (CDS_0015)
CDS_0014 | cps.0016
-
MGV-GENOME-0180037 5448:19077(+)

tail protein (CDS_0015)  transcriptional regglator (CDS_0021)
17 AbiD__AbiD (CDS_0020)
14 16] 18 19 | 22

%
.

|MGVR?UVIG?33000459515682%3300045988\ Ga0495776_187538 5448:31025(+)

transcriptional regulator (CDS_0018)
AbiD__AbiD (CDS0017)
14 15 16 | 19 25

<
(9]
=
()]
m
=
o
<
m

(+)
CDS_0014 CDS_0015

o o
= N
oo o
N [e5}
N -
~ ~
o~ -
ﬂ wl
IS N
= N
el w
o~ w
~ o)
w o

<
9)
=
©
a)
z
¢]
<
m

(+)

tail protein (CDS_0015)
14 16 17 18 Retron_VI_HTH (CDS_0019)

i#

uvig_415406 5451:29940(+)

tail protein (CDS_0015)
14 16 17 18

I
i%

MGV-GENOME-0237120 5451:27700(+)
18
tail protein (CDS_0015) 19
14 1617[]2021 22 23 2425
—_—
SAMNO05414973 al ct193537 vs1 5451:32241(+)

tail protein (CDS_0016)
18
14 15 17719 2021 22 2324

i%

—-—
IMGVR_UViG_3300045988_146803|3300045988|Ga0495776_015179 5445:29882(+)

radical SAM domain-containing protein (CDS_0017)
tail protein (CDS_0015)
14 16 | 181920 21 22 Retron_VI_HTH (CDS_0023)

<
(9]
<
9]
il
Z
@]
<
m
(@}
)
Q
©
N
N
gl
G
b
[
e
o
o
)

(+)

tail protein (CDS_0015)
17
14 16 18 19 20 Retron VI_HTH (CDS_0021)

i%

IMGVR_UVIG_330004595174699|3300045988\Ga0495776_167361 5451:29337(+)

tail protein (CDS_0015)
17
14 167 181920 21 22 Retron_VI_HTH (CDS_0023)

i%

|MGVR?UVIG?3SOOO4595153022|3300045988\ Ga0495776_187768 5448:29653(+)

Retron_VI_HTH (CDS_0017)
CDS_0016
CDS_0014 CDS 0015] | CDS_ 0023

uvig_169040 5448:19136(+)

tail protein (CDS_0015) transcriptional regulator (CDS_0027)
17 AbiD__AbiD (CDS0026)
14 16118 1920212223 24 25 | 28

4
|

DDI_DD__II»—DIID—-—-C-»D(}»G»

|MGVR?UVinS3OOO459517020”3300045988\Ga04957767071747 5448:34543(+)

tail protein (CDS_0015)
17
14 16]18 19202122 23 24 2526

—-—
IMGVR_UViG_3300045988_158265|3300045988|Ga0495776_029239 5451:34273(+)

tail protein (CDS_0015)
17
14 16] 18 192021 22 23 Retron_VI_HTH (CDS_0024)

<
)
<
9]
m
z
O
<
m
(@}
N
51
~
N
3
ol
N
©
w
e
o
N}
%

(+)

radical SAM domain-containing protein (CDS_0017)
tail protein (CDS_0015) 22
14 16 | 181920 2123242526 27 2829 31

<
(5]
s
©
el
Z
O
<
m
o
N
®©
N
o
&
ol
G
b
£
)
®©

(+)

radical SAM domain-containing protein (CDS_0017)
tail protein (CDS_0015)
14 16 | 181920 21 222324 25 26 2728

<
Q
<
()
o
z
o
<
m
o
)
0
—
N
0
@®
v
i
N
oo
w
a
®
o

(+)

CDS 0017
tail protein (CDS_0015) CDS_0024
CDS_0008 CDS_0012 CDS_0014 CDS_0016 T cDs_0025

uvig_407461 5500:28429(+)

tail protein (CDS_0015)
16

14 1718 24

i#

MGV-GENOME-0222770 5500:25947(+)

CDS_0015
CDS.0014 | CDS.0016

uvig 412756 5500:18780(+)
16 18

14 15 [17 19

MGV-GENOME-0192666 5500:18734(+)

tail protein (CDS_0015)
14 1617 181920 2122 23

tein(CDS
BRI N D H-DBDRD-Dib

IMGVR_UViG_3300045988_147310|3300045988|Ga0495776_153210 5500:30913(+)
AbiD__AbiD (CDS_0016)

major head protein (CDS_0006) 12 13 14 15 17 18
CODDETTT DS —EE-EHEH=HDODRND

c
<

a
w
®
o
)
W
o
IS
N
)
o
=
~
®
~

=
+

& : )
AbiD__AbiD (CDS_0013)

11 12 14 15

c
=<

ga
(O]
[e)
)
@
=
o
IS
EN
~
™
=
(S
D)
=

PO
+

)

tail protein (CDS_0015)
14 16 17 18 19 20

i#

IMGVR_UViG_3300045988_138194(3300045988|Ga0495776_021620 5497:29990(+)
tail protein (CDS_0015)

14 16 17 18 19
MGV-GENOME-0238615 5497:28867(+)
transcriptional regglator (CDS_0014)
AbiD__AbiD (CDS_0013)
5 1 12 [ 15

—
uvig 594219 3753:14787(+)

10000 nt 1

head and packaging other tail transcriptionregulation unknown function Defence Virulence
N N I I



