protease (CDS_0081) CDS_0088
transposase (CDS_0079) CDS_0084 CDS_0086  CDS_0089
CDS_0078 CDS_0080 CDS_0082 CDS_0083 CDS_0085 CDS_0087 | CDS_0090

IMGVR_UViG_3300045988_140835|3300045988|Ga0495776_000681 43167:51648(+)

CDS_0080 CDS_0081

! —00 a ey - DD

IMGVR_UViG_3300045988_128324|3300045988|Ga0495776_027429 40007:48632(+)

CDS_0086
CDS_0078 CDS_0080 CDS?OOSST CDS_0087
IMGVR_UViG_3300023486_000002|3300023486|Ga0257044_10137 45146:53467(+)
cas12f2_V-F_2 (CDS_0071) CDS_0078 methyltransferase (CDS_0080)
CDS_0070 CDS_0079

i

a ) —100 ) H DB = DD

IMGVR_UViG_3300029521_000005|3300029521|Ga0244833_100201 39243:49536(+)

CDS_0084 CDS_0087 CDS_0091CDS_0092
IMGVR_UViG_3300029656_000002|3300029656|Ga0245165_100231 42263:51270(+)
CDS_0064
CDS 0065
MGV-GENOME-0356323 32691:41548(+)
CDS_0088

CDS_0087T CDS_0089

) ) I A DD DD

MGV-GENOME-0360324 38585:47370(+)

CDS_0081
CDS_0082
CDS 0080 | | CDS 0083

) ) O 4 IEPPEBED{ DD

IMGVR_UViG_3300023502_000002|3300023502|Ga0257054_100219 40159:48706(+)

CDS_ 0085  CDS 0087
CDS_0086 | CDS.0088
[ ) ) ) A e e

IMGVR_UViG_3300045988_131112|3300045988|Ga0495776_003009 42330:50764(+)

CDS_0082CDS_0083 CDS_0084

[ ), B a — - ED

IMGVR_UViG_3300045988_134600|3300045988|Ga0495776_027140 41626:49948(+)

CDS_0089
CDS_0088 CDS_0090

) ) O a )50

IMGVR_UViG_3300029203_000004|3300029203|Ga0168704_100127 40467:48053(+)

CDS_0091
CDS_0090 CDS_0092

N I 4 EOHEDD

IMGVR_UViG_3300045988_135688|3300045988|Ga0495776_002992 44997:51856(+)

CDS_0086
CDS_0082 CDS_0087
CDS_0083 CDS_0085 CDS_0089
CDS_0081 CDS 0084] | DS 0088

) I a EODDEDEDL DB

uvig 571635 43541:52839(+)

DNA methyltransferase (CDS_0092)
89 90 91 93 94 95 96

[ N B I a - DED-BODEDD

MGV-GENOME-0364189 43663:53079(+)

82 8384 85 86 87

[ ! ) O A EO)-DEDDETDD

MGV-GENOME-0360517 38951:47584(+)

90 100 108
89 [91 92 93 94 9596 97 98 99 | 102 103104105 106 107 |
MGV-GENOME-0358914 44123:56775(+)
86 87 888990 91 92 93 94 95 96 97 98 99 102 104

OTU_192 44471:56290(+)
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integration and excision other unknown function Defence



