RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0117)
minor tail protein (CDS_0114)
CDS 0112 CDS_ 0116/ CDS 0118 CDS_0123
T cbs_0113 CDS_0115 | cbs_0119 CDS_0120 CDS_0121 CDS_0122 | cps.0124

—
IMGVR_UViG_3300045988_131112|3300045988|Ga0495776_003009 59841:84006(+)

RM_Type_ll__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0113)
CDS_0115
CDS_0116
CDS 0114

IMGVR_UViG_3300045988_134600|3300045988|Ga0495776_027140 59024:82754(+)
RM_Type_ll_Type_ll_MTases__ Type_ll_MTases_FAM_0 (CDS_0122)

CDS_0125
CDS_0124
CDS_0123
cas12f2_V-F_2 (CDS_0119) | |¢Ds.0126 CDS_0127

., 0 O R

IMGVR_UViG_3300029203_000004|3300029203|Ga0168704_100127 58379:83418(+)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0126)
RM_Type_lI__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0125)
\ CDS_0128 CDS_0129 CDS_0134
I
Norman_68_NODE_3_length_95402_cov_268.197342 61006:84821(+)
CDS_0115 CDS_0116 CDS_0117

I
IMGVR_UViG_3300023502_000002|3300023502|Ga0257054_100219 58063:81028(+)
CDS_0123 CDS_0124

IMGVR_UViG_3300045988_135688|3300045988|Ga0495776_002992 63675:86567(+)

CDS_0111 CDS_0112
—
MGV-GENOME-0359399 56467:79423(+)
CDS_0125 CDS_0130

MGV-GENOME-0363718 60983:85746(+)
CDS_0098

MGV-GENOME-0356323 51034:74639(+)

CDS_0120
CDS_0119
cps 0118
CDS_0117 | | CDS_ 0122

IMGVR_UViG_3300023486_000002|3300023486|Ga0257044_10137 62686:86840(+)

RM_Type_IlI__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0042)
cas12f2_V-F_2 (CDS_0045)
44 47
43] 46[48 50 53

0—
%

MGV-GENOME-0328112 18586:46314(+)

RM_Type_ll__Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0038)
CDS_0040
CDS_0032 CDS_0037 CDS £539

MGV-GENOME-0316624 16539:40824(+)
CDS_0109 CDS_0113 CDS_0114

IMGVR_UViG_3300045988_143255|3300045988|Ga0495776_010354 56334:82385(+)
CDS_0034 CDS_0035

SAMNO00792070_al ct95622 vs1 18800:41473(+)
RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0025)

uvig 323119 14146:37610(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0031)
CDS_0032

i#

MGV-GENOME-0308966 14215:39327(+)

RM_Type_ll__Type_ll_MTases_ Type_l|_MTases_FAM_0 (CDS_0031)
CDS_0032

i#

MGV-GENOME-0311231 15731:40139(+)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0039)
CDS_0040

i%

uvig_128816 18858:42708(+)
CDS_0112

—
IMGVR_UViG_3300029521_000005|3300029521|Ga0244833_100201 57813:80883(+)

CDS_0112 cas12f2 V-F_2(CDS_0114)

IMGVR_UViG_3300029253_000006|3300029253]|Ga0168699_1000169 64053:87707(+)

CDS_0032
CDS_0027 CDS_0031 RM _Type_lI_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0033)

MGV-GENOME-0306452 16054:40134(+)
CDS_0112  CDS_0113 CDS_0118

uvig 571635 61056:85524(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0029)
3031 32333435 36

MGV-GENOME-0307148 14047:38624(+)

119121 123
117 118[120[ 122 | 124

IMGVR_UViG_3300045988_140835|3300045988|Ga0495776_000681 59960:88292(+)

10000 nt 1

tail unknown function Defence
I



