protease (CDS_0086)
transposase (CDS_0083) 89
81 82 84 85 87 88  [909192 93 949596 97 98

i

IMGVR_UViG_3300045988_143255|3300045988|Ga0495776_010354 43171:52509(+)

CDS_0090
CDS_0092
CDS_0089C wﬁ phosphoheptose isomerase (CDS_0093)

SAMEA2737736_al_ct124815_vs1 46335:52404(+)
81 82 838485 86 878889 90 91 96

uvig_225006 38969:51126(+)

methyltransferase (CDS_0092) transposase (CDS_0101)
88 91 93 94 95 96 97 98 99 100 cas12f2_V-F_2 (CDS_0102)

;

IMGVR_UViG_3300045988_137530|3300045988|Ga0495776_096044 43044:58161(+)

CDS.0091  CDS_0093
CDS_0084 CDS 0092 | CDS.0094

. D

MGV-GENOME-0359439 42206:51861(+)

cysH_IV-B_1 (CDS_0101)
88 89 90 9192939495 96 9798 99 100 phosphoheptose isomerase (CDS_0102)

i#

IMGVR_UViG_3300029203_000004|3300029203|Ga0168704_100127 43737:53564(+)

cysH_IV-B_1 (CDS_0101)
949596 97 98 99100 102 103

IMGVR_UViG_3300045988_135688|3300045988|Ga0495776_002992 47540:57777(+)
85 86 87 8889 90 91 92 939495 96 97 98 99

IMGVR_UViG_3300045988_131112|3300045988|Ga0495776_003009 45545:56011(+)
83 86 87 88899091 92 93 94 95

IMGVR_UViG_3300045988_134600|3300045988|Ga0495776_027140 44790:55195(+)
80 828384 85 86 87 88 89 91 DNA methyltransferase (CDS_0092)

IMGVR_UViG_3300029578_000009|3300029578|Ga0245007_100198 40475:50634(+)

RM_Type_ll__Type_ll_ MTases__ Type_ll_MTases_FAM_0 (CDS_0094)
methyltransferase (CDS_0091)
90 93
79 86 87 88 89 927

%
)

IMGVR_UViG_3300029253_000006|3300029253|Ga0168699_1000169 44289:58593(+)

6000 nt 1

integration and excision moron, auxiliary metabolic gene and host takeover other unknown function Defence
I



