
MGV-GENOME-0373701 125632:131763(+)

144
145

146
147

148

149

150
151

152
153

154
155

156
157

MGV-GENOME-0372992 282:6413(-)

12345678

MGV-GENOME-0371418 146:6276(-)

1234567

MGV-GENOME-0371473 108742:114871(+)

122

123
124

125

126
127

128
129

MGV-GENOME-0377324 158101:164712(+)

167

168
169

170

171

172
173

174
ParA-like partition protein (CDS_0175)

MGV-GENOME-0371250 107771:113901(+)

138

139
140

141

142
143

144
145

MGV-GENOME-0376078 2:6627(-)

ParA-like partition protein (CDS_0001)2345678

MGV-GENOME-0373920 127564:133699(+)

152

153
154

155

156
157

158
159

MGV-GENOME-0373259 122616:127973(+)

145

146
147

148

149
150

151

MGV-GENOME-0376251 3:5665(-)

1234567

MGV-GENOME-0376867 145:6245(-)

123
4

567

MGV-GENOME-0370346 3:5360(-)

123456

MGV-GENOME-0374941 136286:142415(+)

150

152

153
154

155

156
157

158
159

MGV-GENOME-0374249 146:6277(-)

12345678

MGV-GENOME-0375765 1:5638(-)

12345678

MGV-GENOME-0375979 144612:151135(+)

163
164

165

166
167

168
169

MGV-GENOME-0374368 129958:136093(+)

151

152
153

154

155
156

157

MGV-GENOME-0373483 146:6281(-)

123456

MGV-GENOME-0364993 146:6282(-)

1234567

MGV-GENOME-0358366 81663:87799(+)

98
99

100

101

102
103

104

105

IMGVR_UViG_3300045988_187347|3300045988|Ga0495776_119937|2-106044 1:6632(-)

ParA-like partition protein (CDS_0001)2345678

MGV-GENOME-0371746 145:6283(-)

123456

MGV-GENOME-0372182 113297:119435(+)

137

138
139

140

141
142

143

144

MGV-GENOME-0370896 146:6284(-)

12345678

IMGVR_UViG_3300029744_000345|3300029744|Ga0245161_100016|211877-321265 102637:109389(+)

129

130
131

132

133
134

135

136 137

IMGVR_UViG_2938037555_000001|2938037555|2938037577 3:6608(-)

ParA-like partition protein (CDS_0001)23456789

MGV-GENOME-0368504 97049:103666(+)

110

111
112

113

114
115

116

117 ParA-like partition protein (CDS_0118)

MGV-GENOME-0369800 101104:107241(+)

115

116
117

118

119
120

121

122

MGV-GENOME-0364514 295:6432(-)

12345678

MGV-GENOME-0372107 112400:119117(+)

137

138
139

140

141
142

143

144 145

IMGVR_UViG_3300045988_188102|3300045988|Ga0495776_081009|145-105662 1:6107(-)

123
4

567

IMGVR_UViG_3300023505_000002|3300023505|Ga0257035_100085 3:5425(-)

1
234567

IMGVR_UViG_3300045988_179675|3300045988|Ga0495776_074196 2:5532(-)

1
2

34567

MGV-GENOME-0369025 3:5403(-)

1
2345678

IMGVR_UViG_3300029504_000108|3300029504|Ga0244829_100047|6658-110953 1:4894(-)

123456

MGV-GENOME-0374165 129648:135784(+)

157
158

159
160

161

162

163

MGV-GENOME-0373540 124227:130363(+)

146
147

148

149

150
151

152

153

MGV-GENOME-0371918 1:5663(-)

1234567

IMGVR_UViG_3300045988_185861|3300045988|Ga0495776_101976|3-105334 1:5372(-)

1
234567

MGV-GENOME-0371158 106475:113375(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0118)

120 125

126
127

128

129
130

131

132

MGV-GENOME-0372301 112508:120446(+)

135

136
137

138

139
140

141

142
143

144145

MGV-GENOME-0366753 3:7667(-)

123456789
10

11

MGV-GENOME-0373262 121681:127810(+)

144
145

146
147

148

149

150

MGV-GENOME-0372323 113792:120408(+)

138

140

141
142

143

144
145

146

147

MGV-GENOME-0370231 97814:103943(+)

114
115

116
117

118

119

120

MGV-GENOME-0365650 146:6275(-)

1234567

MGV-GENOME-0371338 109037:114437(+)

131
132

133
134

135

136

137

MGV-GENOME-0371981 3:5538(-)

1
2

34567

MGV-GENOME-0365471 3:5634(-)

1
2

34567

MGV-GENOME-0373812 2:6504(-)

123456789

MGV-GENOME-0369961 101616:108111(+)

117

118
119

120

121
122

123

124 125

MGV-GENOME-0378844 146:7046(-)

123456
7

8

MGV-GENOME-0375319 138491:145391(+)

148

149
150

151

152
153

154

155

MGV-GENOME-0375732 3:6144(-)

123456
7

8

MGV-GENOME-0373556 123726:130628(+)

142

143
144

145

146

147
148

149

MGV-GENOME-0372144 115450:119246(+)

CDS_0139

CDS_0140

CDS_0141
CDS_0142

MGV-GENOME-0375864 1:4401(-)

12345

MGV-GENOME-0371696 112115:116511(+)

140

141
142

143
144

MGV-GENOME-0373566 127829:130833(+)

CDS_0147
CDS_0148

IMGVR_UViG_3300045988_188204|3300045988|Ga0495776_052894|25434-129203 99413:103770(+)

127

128
129

130
131

IMGVR_UViG_3300045988_185821|3300045988|Ga0495776_053051|3-103708 1:4358(-)

CDS_0001

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0371755 1:4386(-)

12345

MGV-GENOME-0372383 2:4343(-)

12345

IMGVR_UViG_3300045988_187952|3300045988|Ga0495776_052859|2-107256 102260:107255(+)

129

130
131

132

133
134

135

IMGVR_UViG_3300045988_185701|3300045988|Ga0495776_180990|43881-148184 99412:104304(+)

127

128
129

130
131

132

uvig_297199 112798:118797(+)

138

139
140

141

142
143

144

145
146

IMGVR_UViG_3300045988_186597|3300045988|Ga0495776_119813|45723-149626 99412:103904(+)

127

128
129

130
131

IMGVR_UViG_3300029014_000120|3300029014|Ga0169662_100001|363811-467422 99412:103612(+)

CDS_0127

CDS_0128
CDS_0129

CDS_0130

IMGVR_UViG_3300045988_186260|3300045988|Ga0495776_122375|13032-116735 99413:103704(+)

127

128
129

130
131

MGV-GENOME-0376685 151216:157352(+)

167

168
169

170

171
172

173

MGV-GENOME-0375025 137905:143328(+)

156

157
158

159
160

161
162

MGV-GENOME-0372401 113564:120963(+)

136

137
138

139
140

141

142
143

144
145

146

MGV-GENOME-0363474 173:7958(-)

1234
5

678910

MGV-GENOME-0366510 405:7220(-)

123456789
10

IMGVR_UViG_3300029208_000094|3300029208|Ga0168729_100103 104064:6901(+)

ParA-like partition protein (CDS_0001)

2 3 4 5 6 7 8 9 10

132

133
134

135

136
137

138

139

ivig_2154 1:4243(-)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0369506 102337:106630(+)

CDS_0119
CDS_0120

CDS_0121
CDS_0122

MGV-GENOME-0375504 3:4335(-)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0363869 1:4270(-)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0373268 3:3640(-)

CDS_0001

CDS_0002
CDS_0003

IMGVR_UViG_3300045988_179103|3300045988|Ga0495776_164603 102205:104728(+)

CDS_0130

MGV-GENOME-0375434 1:4294(-)

12345

MGV-GENOME-0374668 135912:140307(+)

152

153
154

155
156

MGV-GENOME-0374788 132210:141181(+)

146

147
148

149

150
151

152

153
154

155
156

157

MGV-GENOME-0372928 113883:125180(+)

138

139
140

141

142
143

144
145

146

147
148

149
150

151

152
153

154

ivig_3353 50:16671(-)

123
transposase (CDS_0004)

transposase (CDS_0005)

678910

ParA-like partition protein (CDS_0011)

12
13

14
15

16
17

18

MGV-GENOME-0374799 135260:141418(+)

154 155
156

157158

MGV-GENOME-0372343 109:7184(-)

12345

MGV-GENOME-0368581 95038:103594(+)

108 109 110 111 112

ivig_1166 50:10030(-)

12345678

MGV-GENOME-0370800 3:2845(-)

CDS_0001

MGV-GENOME-0368269 2:2517(-)

CDS_0001

MGV-GENOME-0370919 109067:112293(+)

CDS_0134

IMGVR_UViG_3300029403_000180|3300029403|Ga0243191_100054|1-103649 1:3251(-)

CDS_0001

IMGVR_UViG_3300029814_000193|3300029814|Ga0243410_100085|7592-109519 99426:101928(+)

CDS_0128

MGV-GENOME-0367696 2:2660(-)

CDS_0001

MGV-GENOME-0371447 2:3291(-)

CDS_0001

IMGVR_UViG_3300008491_000194|3300008491|Ga0111008_100013|63863-167486 100197:103549(+)

CDS_0127

MGV-GENOME-0371300 46:2518(-)

CDS_0001

MGV-GENOME-0371280 111712:114151(+)

CDS_0136

MGV-GENOME-0371724 114084:116716(+)

CDS_0138

MGV-GENOME-0371857 2:2420(-)

CDS_0001

MGV-GENOME-0372088 1:2359(-)

CDS_0001

MGV-GENOME-0372290 1:2462(-)

CDS_0001

IMGVR_UViG_2834504417_000009|2834504417|2834504472|27781-149626 118390:121846(+)

CDS_0146

IMGVR_UViG_2901547744_000005|2901547744|2901547777|36967-139831 124:3454(-)

CDS_0001

IMGVR_UViG_3300045988_178312|3300045988|Ga0495776_130000 1:4207(-)

CDS_0001
CDS_0002

IMGVR_UViG_2889388703_000004|2889388703|2889388725|129927-234763 100518:104837(+)

CDS_0129
CDS_0130

IMGVR_UViG_3300029458_000137|3300029458|Ga0244161_100087|2-104975 99996:104974(+)

CDS_0129
CDS_0130

MGV-GENOME-0373856 130412:133269(+)

CDS_0151

MGV-GENOME-0371590 2:2856(-)

CDS_0001

MGV-GENOME-0372235 117617:119982(+)

CDS_0144

MGV-GENOME-0371476 2:2367(-)

CDS_0001

MGV-GENOME-0371551 1:3757(-)

CDS_0001
CDS_0002

CDS_0003

MGV-GENOME-0371580 2:3260(-)

CDS_0001CDS_0002

MGV-GENOME-0371405 112196:114787(+)

CDS_0135
CDS_0136

MGV-GENOME-0371129 110993:113395(+)

CDS_0134
CDS_0135

MGV-GENOME-0372375 117755:120625(+)

CDS_0147

MGV-GENOME-0372408 1:5211(-)

CDS_0001
CDS_0002

CDS_0003

MGV-GENOME-0356916 82390:86114(+)

CDS_0098 CDS_0099

MGV-GENOME-0353926 80031:82723(+)

CDS_0098

MGV-GENOME-0375259 6:6192(-)

CDS_0001
CDS_0002

CDS_0003

MGV-GENOME-0373292 124615:128298(+)

CDS_0158
DNA methyltransferase (CDS_0159)

CDS_0160
CDS_0161

MGV-GENOME-0372862 115:11562(-)

12345678910
11

12
13

14
15

16

IMGVR_UViG_3300029504_000057|3300029504|Ga0244829_100047 114627:17478(+)

ParA-like partition protein (CDS_0001)

2 3 4 5 6 7 8 910 11 12 13
14

15 16 17 18

146

147
148

149

150
151

152

153

MGV-GENOME-0373106 1:4422(-)

CDS_0001
CDS_0002

CDS_0004

MGV-GENOME-0372963 726:5445(-)

CDS_0001
CDS_0002

MGV-GENOME-0375925 112493:150440(+)

127

128
129

130

131
132

133

134

ParA-like partition protein (CDS_0135)

136
137138 139 140

141
142

143
144

peptidase (CDS_0145)

146
147

148

149
150

151 152
153

154 155 156 157 158

159
160

161

anti-restriction protein (CDS_0162)

163
164165

166
167168

MGV-GENOME-0374805 3:29776(-)

1234567891011121314151617
18

192021222324

MGV-GENOME-0374366 117:26634(-)

12345678910111213141516171819

IMGVR_UViG_3300045988_179424|3300045988|Ga0495776_052859 102261:128474(+)

129

130
131

132

133
134

135

136137138

139

140
141

142 143 144 145 146 147 148
149

150151
152

MGV-GENOME-0375729 1:47286(-)

123456789101112
13

14

1516171819
20

2122
23

24

2526272829303132333435363738394041424344

MGV-GENOME-0377364 1:25904(-)

BopD (VF0362) (CDS_0001)2345678910

Sigma L (VF0855) (CDS_0011)

1213
14

15161718

MGV-GENOME-0375402 125987:146191(+)

146 147 148 149 150 151 152 153 154
155

156
157

158
159

MGV-GENOME-0375005 158:20362(-)

1234567891011121314

MGV-GENOME-0376964 121447:141500(+)

145 146 147 148 149 150 151 152 153
154

155
156

157

MGV-GENOME-0373111 106254:126456(+)

126 127 128 129 130 131 132 133 134
135

136 137 138

MGV-GENOME-0370950 2:21399(-)

12345678910111213141516

MGV-GENOME-0377512 146690:167409(+)

160
161 162 163 164 165 166 167 168 169

170
171 172

173
174

MGV-GENOME-4435480 137:20856(-)

123456789101112131415

MGV-GENOME-0372591 101781:122500(+)

117 118 119 120 121 122 123 124 125
126

127 128
129

130

MGV-GENOME-0371122 33:20752(-)

1234567891011121314

MGV-GENOME-0375225 113852:131239(+)

140 141 142 143 144 145 146 147 148 149

MGV-GENOME-0374741 105:17492(-)

12345678910

MGV-GENOME-0373681 3:17821(-)

1
2

34567891011

MGV-GENOME-0376342 136374:154312(+)

156 157 158 159 160 161 162 163 164
165

166

MGV-GENOME-0373162 3:18037(-)

1234567891011

MGV-GENOME-0375215 1:19333(-)

123456789101112

MGV-GENOME-0373834 113902:133072(+)

142 143 144 145 146 147 148 149 150
151

152 153

MGV-GENOME-0372892 105675:123943(+)

126 127 128 129 130 131 132 133 134
135

136

MGV-GENOME-0371613 581:18849(-)

1234567891011

MGV-GENOME-0376151 130920:152644(+)

155
156 157 158 159 160 161 162 163 164

165
166 167

168

169
170

171

172

MGV-GENOME-0376913 130493:146496(+)

154
155 156 157 158 159 160 161 162

MGV-GENOME-0378098 72:16075(-)

123456789

MGV-GENOME-0374209 78:16081(-)

12345678

MGV-GENOME-0374499 94647:110650(+)

110 111 112 113 114 115 116 117

MGV-GENOME-0377285 31:12814(-)

12345678

MGV-GENOME-0377264 137948:163914(+)

161 162 163 164 165 166 167 168 169
170

171
172

173 174 175 176 177

MGV-GENOME-0374840 1:23935(-)

123456789101112131415161718

MGV-GENOME-0374649 116260:140210(+)

141 142 143 144 145 146 147 148 149
150

151
152

153

154
155

156
157

158

MGV-GENOME-0374860 1:24988(-)

123456789101112131415161718

SRS019014_a1_ct286_vs01 103371:128655(+)

132
133

134 135 136 137 138 139 140 141
142

143 144

145
146

147
148

149 150

MGV-GENOME-0376831 836:19874(-)

123456789101112

MGV-GENOME-0372400 98410:114411(+)

112 113 114
115

116 117 118 119 120

MGV-GENOME-0378206 142159:176420(+)

163 164 165 166 167 168 169 170 171
172

173 174

175
176

177
178

179 180
181

Hyaluronic acid (HA) capsule (VF0667) (CDS_0182)

183 184 185 186 187

MGV-GENOME-0377150 126856:162498(+)

152
153 154 155 156 157 158 159 160 161 162

163
164 165

166
167

168
169

170
171

172
173

Hyaluronic acid (HA) capsule (VF0667) (CDS_0174)

175 176 177

178
179

180 181

MGV-GENOME-0377369 130181:165214(+)

147
148 149 150 151 152 153 154 155 156

157
158 159

160
161

162
163 164

Hyaluronic acid (HA) capsule (VF0667) (CDS_0165)

166 167 168
169

170 171

MGV-GENOME-0377599 1:24062(-)

LPS (VF0085) (CDS_0001)

Capsule (VF0003) (CDS_0002)
aminotransferase (CDS_0003)

45678910111213141516

MGV-GENOME-0371709 347:4033(-)

CDS_0001CDS_0002

MGV-GENOME-0367227 97208:100891(+)

CDS_0111 CDS_0112

MGV-GENOME-0373715 124024:132020(+)

147
148

149 150 151 152

MGV-GENOME-0376385 78:15963(-)

123456789

MGV-GENOME-4435228 110395:126280(+)

135
136

137 138 139 140 141 142 143

MGV-GENOME-0370607 3:14259(-)

123456789

MGV-GENOME-0368920 1:11687(-)

12345678

MGV-GENOME-0376619 112511:128442(+)

135 136
137

138 139 140 141 142 143 144

MGV-GENOME-0373572 111710:130766(+)

136
137

138 139 140 141 142 143 144 145
146

147 148

MGV-GENOME-0375954 1:30122(-)

12
ribonucleotide reductase large subunit (CDS_0003)

45678910111213141516171819

MGV-GENOME-0373945 156:4102(-)

CDS_0001
CDS_0002

MGV-GENOME-0374707 136467:140416(+)

CDS_0153
CDS_0154

MGV-GENOME-0367151 96318:100937(+)

CDS_0112
CDS_0113

MGV-GENOME-0370624 2:6438(-)

CDS_0001
CDS_0002

CDS_0003

MGV-GENOME-0366447 2:2829(-)

CDS_0001

MGV-GENOME-0366386 96999:99826(+)

CDS_0112

MGV-GENOME-0377096 2:2823(-)

CDS_0001
CDS_0002

MGV-GENOME-0372232 116790:119938(+)

CDS_0143

MGV-GENOME-0372861 35:6080(-)

CDS_0001

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0373285 14:7219(-)

CDS_0001

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0373309 2:8185(-)

12345

MGV-GENOME-0372787 2:8371(-)

12345

MGV-GENOME-0372767 114230:124068(+)

140 141 142 143 144 145

MGV-GENOME-0372476 32:7266(-)

CDS_0001
CDS_0002

CDS_0003
CDS_0004

MGV-GENOME-0372347 113825:120709(+)

CDS_0140
CDS_0141

CDS_0142
CDS_0143

MGV-GENOME-4435278 121231:132946(+)

144
145

146 147
148

149 150
151

152

MGV-GENOME-0373377 1:20662(-)

12345678910111213

MGV-GENOME-0376455 1:20026(-)

Gabija__GajB_2 (CDS_0001)23456789
10

1112131415

MGV-GENOME-0372647 1:32251(-)

12
DNA polymerase (CDS_0003)

UmuD-like protein (CDS_0004)

56789
10

11

12

13
14

15
16

17

Zorya__ZorB (CDS_0018)
Zorya__ZorB (CDS_0019)

202122232425

10000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function Defence Virulence


