144  HNH endonuclease (CDS_0148) 2-aminooxy adenylosuccinate synthetase (CDS_0157)

T 145 146 147 149 150 151 152 153 154 155 156 158 159 160 161 162
@ ¢ @M @Ga@-@a@—@mT < -[amETTE ] a—d

IMGVR_UViG_3300045988_052738|3300045988|Ga0495776_014722 146066:157938(+)

HNH endonuclease (CDS_0154)
150 151 152 153 155

(]

IMGVR_UViG_3300045988_055035|3300045988|Ga0495776_ 071289 147307:159719(+)
145 146 147148 149 150

()

i#
-

uvig 326714 141870:154186(+)

HNH endonuclease (CDS_0154)
150 151 152 153 155

MGV-GENOME-0378898 146183:158593(+)
149 150 151 152 153 HNH endonuclease (CDS_0154)

[]

uvig 8911 145186:157209(+)
150 151 152 153 154 HNH endonuclease (CDS_0155)

L

uvig 541676 142091:154643(+)
144 145 146 147 148

I

IMGVR_UViG_3300045988_051016|3300045988|Ga0495776_137356 134845:146131(+)
148 149 150 151 152
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w
O

uvig 311704 145553:157815(+)
144 145 146 147 148 15

0
-

(]

MGV-GENOME-0378179 134616:147026(+)

HNH endonuclease (CDS_0155)
CDS_0154
CDS_0153 CDS 0156

i%
)
L

IMGVR_UViG_3300045988_061548|3300045988|Ga0495776_049204 147679:158917(+)
138 139 140 141 142

MGV-GENOME-0374319 114185:123012(+)
148 149 150 151 152 153 155

()
0
(|

IMGVR_UViG_3300045988_045527|3300045988|Ga0495776_031895 140341:153051(+)
140 141 142 143 144 HNH endonuclease (CDS_0145)

L

MGV-GENOME-0377765 143096:155121(+)

CDS_0149
CDS_0148 HNH endonuclease (CDS_0150)

I

uvig 2166 145813:156343(+)
121122 123 124 125 HNH endonuclease (CDS_0126)

L

uvig 2072 131537:142995(+)
152 153 154 155 156 157 158 165

i

MGV-GENOME-0378953 147101:158694(+)
148 149 150 151 152 153 154 160
2

:

uvig 596268 145573:157333(+)
150 151 152 153 154 155

:

MGV-GENOME-0378774 146542:157912(+)

HNH endonuclease (CDS_0148)
144 145 146 147 149
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MGV-GENOME-0378615 140492:151854(+)

CDS 0134
| cbps.0135

MGV-GENOME-0375746 126832:137007(+)
150 155 156 157 158 159 160 162

]
a

MGV-GENOME-0379004 149522:161401(+)
51 50 49 48 47 46

a

MGV-GENOME-0376846 23743:35622(-)
155 156 157 158 159 160

[
=

uvig 334706 149354:161233(+)
HNH endonuclease (CDS_0153) 158 159 160 161 162

[]
a

IMGVR UVIG_3300045988 042541|3300045988|Ga0495776 071309 149099:161608(+)
149 150 151 152 153 154

IMGVR_UViG_3300045988_056473|3300045988|Ga0495776_032009 145390:157118(+)
149 150 151 152 153 HNH endonuclease (CDS_0154) 157

MGV-GENOME-0378805 145979:156148(+)
27 26 25 24 23 HNH endonuclease (CDS_0022)

MGV-GENOME-0375736 13123:22466(-)
150 151 152 153 154 HNH endonuclease (CDS_0155)

Ma_2019_SRR341612 NODE _5_length_188516_cov_30.783886 146178:156242(+)
150 151 152 153 154 HNH endonuclease (CDS_0155)

IMGVR_UViG_3300045988_065209|3300045988|Ga0495776_049172 146178:156578(+)

HNH endonuclease (CDS_0159)
154 155 156 157 158 160 161

;
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§

MGV-GENOME-0379119 149550:161747(+)

CDS_0139
CDS_0136  CDS_0138 CDS_0140

uvig 504291 125726:133486(+)

CDS_0153
HNH endonuclease (CDS_0147)  CDS_0152 | CDS 0154

uvig 313769 145038:153887(+)

CDS_0150
CDS_ 0149 ‘| cps.0151

IMGVR_UViG_3300045988_051012|3300045988|Ga0495776_014598 146679:155049(+)

CDS_0143
CDS_ 0141 CDS_0142 CDS 0144

MGV-GENOME-0378237 137990:146742(+)
CDS_0156 HNH endonuclease (CDS_0158)

CDS_0155 CDS_0157

uvig_46032 149205:158529(+)

CDS_0149 CDsS_0151
CDS_0150

MGV-GENOME-0378828 143490:150967(+)
152 153 154 155 156

OTU_10 146280:155832(+)

CDS 0155
[ cDps.0156

]
A

uvig 421732 149866:159684(+)

CDS_0155
[ cps.0156

MGV-GENOME-0378875 147967:155389(+)
HNH endonuclease (CDS_0142)

CDS_0137 CDS_0143 CDS_0150 CDS_0151

VR aml
K K — T
IMGVR _UViG_3300045988 043969|3300045988|Ga0495776 149847 139915:152522(+)

154 155 156 157 HNH endonuclease (CDS_0158)

Cdd—E@ETT @ e ] {
uvig_293008 148944:160966(+)
HNH endonuclease (CDS_0157)

154 155 156 158
«Cdd—@ T a@ e K e ] &0
MGV-GENOME-0379027 149001:160808(+)

CDS_0157 HNH endonuclease (CDS_0159)
CDS_0156 CDS_0158 CDS_0166
Cdo—@EET @ { 4
AN
MGV-GENOME-0379019 149261:161110(+)
HNH endonuclease (CDS_0150)

146 147 148 149 151 152 153

CCdCo—@ @ e ( @
AN
uvig_97465 144799:156921(+)

154 155 156 157 158 159 160 161
@@ E e ] 4
uvig 293735 148329:159908(+)

154 155 156 157 158 159 160 161
@ @@ @ e Wl @@
MGV-GENOME-0378967 148329:159908(+)

156 157 158 159 160 161 162
CCdo—@ @@ e { —d

) —
uvig 237583 149155:161023(+)

155 156 157 158 159 160 161
CC@g—@EEmmde-a-aaam—aammnEa ] 4
uvig_294649 149092:160670(+)

155 156 157 158 159 160 161
CCdd— T @@ a—C T e { —ad
IMGVR _UViG_3300045988 054042|3300045988|Ga0495776_005724 149684:161497(+)

158 159 160 161 162 163 164
T a@EEe< T e | ad
MGV-GENOME-0379015 150383:162018(+)

145 147 148 149 150 151 152
uvig_295239 145826:156434(+)

147 148 149 150 151 152
MGV-GENOME-0378616 146522:156434(+)

154 155 156 157 158 159
CC—© @@ a—C e < —Ced
N
uvig_293297 146317:156566(+)

155 156 157 158 159
Cdo—@ T @@ 1 —=ad
uvig 517609 148669:158926(+)

CDS_0154
CDS.0152  CDS.0153 CDS_0155
v
«C—aE E——C K | ad
IMGVR_UViG_3300045988_034373|3300045988|Ga0495776_014873 146035:156337(+)
150 151 152 153 154 155
uvig 519458 145855:154722(+)
155 159
152 153 154 | 156 157 158 | 160
CCC—@ @ C—@ e ( =G
AN
uvig 301431 147478:159533(+)
150 154
148 149 151 152 153 [ 155

%

MGV-GENOME-0378691 143441:155395(+)
CDS_0155

CDS_0153 CDS_0156 CDS_0158 CDS_0159 CDS_0161 CDS_0162

MGV-GENOME-0379001 147249:158229(+)

¥ |

156
148 154 155 | 157 158
(A< e ]
N
uvig_381799 146312:157049(+)
156
154 155 [ 157 158 160

uvig 389577 149247:159308(+)

CDS_0152
CDS_0151
CDS_0150 || cps.0153

MGV-GENOME-0378922 145960:155168(+)

CDS 0147
CDS 0146
CDS_0145 || cps.o148

MGV-GENOME-0377452 138052:147025(+)

150
148 149 151 152

MGV-GENOME-0379136 144023:154084(+)

150
148 149 [ 151 152 HNH endonuclease (CDS_0153)

MGV-GENOME-0378493 143694:153381(+)

139
137 138 | 140 141

MGV-GENOME-0375055 127792:136769(+)

CDS_0132
CDS_0130 CDS_0131CDS_0133

MGV-GENOME-0375328 104273:113153(+)

CDS_0025
CDS.0027 CDS_0026CDS 0024

MGV-GENOME-0374328 15717:24553(-)

CDS_0125
CDS_0124
CDS_ 0123 || cps.o0126

uvig 98021 125926:135555(+)

153
151 152 [ 154 HNH endonuclease (CDS_0155)

MGV-GENOME-0376378 141179:150859(+)

153
151 152 [ 154 155

MGV-GENOME-0378838 147761:156740(+)

CDS_0155
CDS_0154
CDS_0153 || cpso1s6

uvig_248907 147609:155272(+)

CDS 0155
CDS_0154
CDS 0153 || cps.o156

uvig_162336 146689:155566(+)

CDS_0127
CDs_0126 | cbs.0128

uvig_27838 116539:125028(+)

CDS_0014
CDS_0015 | cps_0013

MGV-GENOME-0376184 4984:13473(-)

CDs_0127
CDS_0126 | cps.o128

MGV-GENOME-0376523 116539:125028(+)

151 153
[152] 154 155 158

uvig 5131883 146929:154551(+)

156
153 154 155 [ 157

SRS053863_al ct3754 148360:157177(+)

CDS_0154
CDS 0152  CD$_0153 CDS 0155

IMGVR_UViG_3300008478_000004|3300008478|Ga0114882_100023 147295:156198(+)

154
144 145 146 147 148 1521537 155

uvig_195984 141618:150414(+)
HNH endonuclease (CDS_0151)

CDS_0150

:

MGV-GENOME-0378747 147722:156882(+)

5000 nt 1

DNA, RNA and nucleotide metabolism unknown function



