
uvig_528630 5831:21923(+)
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major tail protein (CDS_0009)

10 11 12 13

multidrug efflux MATE transporter NorM (NF000263.1) (CDS_0014)

15
MntABC (VF0455) (CDS_0016)

17

Retron_VI__HTH (CDS_0018)
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26

replication initiation protein (CDS_0027)
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MGV-GENOME-0205016 5831:17839(+)

tail length tape measure protein (CDS_0012)
13 14 15 16 17 18 19 21

MGV-GENOME-0195323 5831:19093(+)

tail length tape measure protein (CDS_0012)
integrase (CDS_0013)

Retron_VI__HTH (CDS_0014)

15 16 17 18
19

20 21 22

MGV-GENOME-0210471 5831:21776(+)

tail length tape measure protein (CDS_0012)
integrase (CDS_0013)

Retron_VI__HTH (CDS_0014)
15 16 17

18
19 20 21

Druantia_II__DruM (CDS_0022)
23

DNA methylase (CDS_0024)

25

uvig_48134 5830:24192(+)

12 13 14 integrase (CDS_0015)
Retron_VI__HTH (CDS_0016)

DNA polymerase exonuclease subunit (CDS_0017)

18 19
20

21 22 23
Druantia_II__DruM (CDS_0024)
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MGV-GENOME-0200749 5831:20067(+)

tail length tape measure protein (CDS_0012)
integrase (CDS_0013)

Retron_VI__HTH (CDS_0014)

15 16 17 18 19 20
Druantia_II__DruM (CDS_0021)

22

DNA methylase (CDS_0023)

24

MGV-GENOME-0227197 5470:24570(+)

6 9 12 13 14
integrase (CDS_0015)

Retron_VI__HTH (CDS_0016)

17 18 19
20

21 22 23
Druantia_II__DruM (CDS_0024)

25 26

uvig_115610 5799:20099(+)

Mce2 (VF0825) (CDS_0012)
ABC transporter (CDS_0013)
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Retron_VI__HTH (CDS_0015)

16 17 18
19

20 21

Druantia_II__DruM (CDS_0022)

23 24 25

MGV-GENOME-0229944 5831:21037(+)

12 integrase (CDS_0013)
Retron_VI__HTH (CDS_0014)
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23

24 25 30

MGV-GENOME-0215278 5831:20314(+)

tail length tape measure protein (CDS_0012)
Retron_VI__HTH (CDS_0013)

14 15 16 17 18 19 20 21
22

DNA methylase (CDS_0023)

24

MGV-GENOME-0199548 5831:19228(+)

tail length tape measure protein (CDS_0012)
Retron_VI__HTH (CDS_0013)

14 15 16 17 18 19 20 2122 23

MGV-GENOME-0207192 5831:20620(+)

tail length tape measure protein (CDS_0012)
integrase (CDS_0013)

Retron_VI__HTH (CDS_0014)
15 16 17

18
19 20 21 22 23

DNA methyltransferase (CDS_0024)
25

MGV-GENOME-0216793 5831:22529(+)

12 13 14
integrase (CDS_0015)

Retron_VI__HTH (CDS_0016)

17 18 19 20 21 22 23 24
25

DNA methylase (CDS_0026)

MGV-GENOME-0240753 5831:15706(+)

tail length tape measure protein (CDS_0012)
13 14 15 16 17

18
DNA methylase (CDS_0019)
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MGV-GENOME-0222674 5831:21841(+)

12 13 14
Retron_VI__HTH (CDS_0015)

16 17 18
19

20 21 22 23 2425 26

MGV-GENOME-0207912 5831:21574(+)

12 13 14

DEDDh_I_II_III_IV_V_VI_1 (CDS_0015)

16 17 18
19

20 21 22 23 24
DNA methyltransferase (CDS_0025)

26 31 32

MGV-GENOME-0188652 5831:18312(+)

12 13 14
15

16 17 18 19 20 DNA methyltransferase (CDS_0021)

MGV-GENOME-0232356 5470:23723(+)

9 12 13 14
integrase (CDS_0015)

Retron_VI__HTH (CDS_0016)

17 18 19 2021 22 23 24 2526

MGV-GENOME-0221287 5470:23605(+)

12 13 14 15
Retron_VI__HTH (CDS_0016)

17 18 19 2021 22 23 24 2526

MGV-GENOME-0225115 5470:22897(+)

12 13 14
integrase (CDS_0015)

Retron_VI__HTH (CDS_0016)

17 18 19 20
21

22

23 24 25
DNA methyltransferase (CDS_0026)

27

MGV-GENOME-0187546 5830:17213(+)

12 13 14 15
DNA methylase (CDS_0016)

17

MGV-GENOME-0187534 5830:17212(+)

12 13 14
DNA methyltransferase (CDS_0015)

16

MGV-GENOME-0321421 5470:17117(+)

tail length tape measure protein (CDS_0012) 13 14 15
DNA methyltransferase (CDS_0016)

17

MGV-GENOME-0154434 5831:13050(+)

Wadjet__JetC_II (CDS_0012)
1314

DNA methyltransferase (CDS_0015)

16

uvig_324425 5833:15278(+)

12 13
14

DNA methylase (CDS_0015)

16

MGV-GENOME-0194786 5831:18413(+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17 18 23

MGV-GENOME-0204594 5831:20407(+)

tail length tape measure protein (CDS_0012) 13 14
15

16 17 18 19

MGV-GENOME-0192539 5830:18923(+)

12 13 14
15

16 17 18

MGV-GENOME-0209370 5837:21575(+)

12 13 14
15

16 17 18 19

DNA methyltransferase (CDS_0020)
DNA methyltransferase (CDS_0021)

22

uvig_234551 5471:26469(+)

12 13
RegX3 (VF0858) (CDS_0014)

15
MntABC (VF0455) (CDS_0016)

17

Retron_VI__HTH (CDS_0018)

19 20 21
22

23 24 25
Druantia_II__DruM (CDS_0026)

27

MGV-GENOME-0185879 5466:17980(+)

12 13 14 15
Druantia_II__DruM (CDS_0016)

17

8000 nt
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