
uvig_366385 22557:33933(+)

27
HP-NAP (VF0052) (CDS_0028)

29 30 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45 46 47 48

MGV-GENOME-0218321 22557:31258(+)

32 33 34 35 36 37 38

MGV-GENOME-0226384 23465:32636(+)

31 32 33 34 35 36 37 38

MGV-GENOME-0195655 22991:27202(+)

31 32 33 34 35

MGV-GENOME-4403335 23007:30435(+)

31 32 33 34 35 36 37 41

MGV-GENOME-0206153 22830:29082(+)

CDS_0031 CDS_0032
CDS_0033

CDS_0034

MGV-GENOME-0204893 22419:28847(+)

31 32 33
HNH endonuclease (CDS_0034)

35 36 38

MGV-GENOME-0211097 22419:28410(+)

31 32 33
HNH endonuclease (CDS_0034)

35

MGV-GENOME-0205328 23554:28933(+)

32 33 34
HNH endonuclease (CDS_0035)
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