major tail protein (CDS_0075)
CDS_0073 €DS_0076
CDS_0072 | CDS_0077
“[cbs_ 0074/ | [ cDs_ 0078

uvig 114118 55500:61562(+)
CDS_0078

@

vig 56026 57327:62927(+)
CDS_0080

i

MGV-GENOME-0336871 57917:63142(+)

CDS_0005
CDS_0004CDS_0001

%

MGV-GENOME-0334630 2:4917(-)
10 9 6 54 3 2 terminase large subunit (CDS_0001)

MGV-GENOME-0357857 1:11819(-)

head maturation protease (CDS_0045)
major head protein (CDS_0047)
CDS_0050
'CDS_0048
CDS_0049
CDS_0051| | | CDS_0046 CDS_0044

— | e —
IMGVR_UViG_3300045988_145153|3300045988|Ga0495776_017232 29549:41666(-)
CDS_0051 CDS_0050 head maturation protease (CDS_0045)

I
MGV-GENOME-0351932 31023:41666(-)
13 12 1

[

10 9 8

uvig 150623 3017:24786(-)

CDS_0009
CDS 0013 | CDS 0008

D
IMGVR_UViG_3300045988_156158|3300045988|Ga0495776_017276 3017:14750(-)

CDS_0008

I
MGV-GENOME-0340959 3017:12698(-)
CDS_0008

uvig_383645 4019:13451(-)
CDS_0008

I
MGV-GENOME-0286884 5048:14404(-)
CDS_0009 CDS_0008

c
<

g
(S
[oN
)
0
@®
o
w
o
=
~
=
N
o
Ne)
G

U : ()
CDS_0009 CDS_0008

uvig 567980 3017:14168(-)
CDS_0008

c
<

(9]

(&)
@®
~
)
e
o
w
o
=
~
N
~
)
®
i

()
CDS_0008

c
<

G
S
[oN
)
=
o
N
o
g
0
-
~
IoN
@
~

. : ()
CDS_0026

I
MGV-GENOME-0343279 19819:29942(-)
CDS_0012 CDS_0008

uvig_567602 3017:13593(-)
CDS_0009 CDS_0008

uvig 544431 3017:14546(-)
CDS_0009 CDS_0008

I
IMGVR_UViG_3300045988_154276|3300045988|Ga0495776_137143 3017:13462(-)
CDS_0028

()

<
)
=
9]
=
z
o
=
m
(@}
@
N
N
iy
o
@
N
fire
©
0
@
w
g
w
g
u

CDS_0009
CDS.0010 | CDS 0008

D
IMGVR_UViG_3300045988_158118|3300045988|Ga0495776_031694 3017:13713(-)

CDS_0009 CDS_0008

uvig 144098 3017:12791(-)
CDS_0009 CDS_0008

I
IMGVR_UViG_3300045988_148912|3300045988|Ga0495776_017427 4019:15403(-)

CDS_0013
| cDS_0009 CDS_0008

S
IMGVR_UViG_3300045988_163564|3300045988|Ga0495776_117932 4046:15488(-)

CDS_0008
CDS_0010
CDS_0014 CDS_0009

uvig 555745 3017:14170(-)

CDS_0009
CDS_0010 | CDS_0008

I I
IMGVR_UViG_3300045988_156691|3300045988|Ga0495776_003886 3017:13398(-)
CDS_0008

N —
IMGVR_UViG_3300045988_160226|3300045988|Ga0495776_017437 4019:14300(-)

CDS 0008
CDS_0009

i

—
MGV-GENOME-0350285 3017:13863(-)
CDS_0009 CDS_0008

MGV-GENOME-0351364 3017:14433(-)
CDS_0052 CDS_0051

[ I
IMGVR_UViG_3300045988_169006|3300045988|Ga0495776_017312 32040:43798(-)
CDS_0008

MGV-GENOME-0341790 3017:14705(-)
CDS_0009 CDS_0008

I I
IMGVR_UViG_3300045988_138340|3300045988|Ga0495776_031537 4019:14566(-)
CDS.0051

I
IMGVR_UViG_3300045988_162284|3300045988|Ga0495776_100130 30049:40313(-)
CDS_0050

I
IMGVR_UViG_3300045988_156106|3300045988|Ga0495776_017373 30436:41863(-)
CDS_0050 CDS_0049

I )
IMGVR_UViG_3300045988_155176|3300045988|Ga0495776_017212 30167:41539(-)
CDS_0033

MGV-GENOME-0343080 24620:36008(-)
CDS_0009 CDS_0008

uvig 74166 3017:14777()
CDS_0054

O
IMGVR_UViG_3300045988_136968|3300045988|Ga0495776_031681 36255:46052(-)

CDS_0052 CDS_0051

I 0
MGV-GENOME-0350972 33825:44227(-)
CDS_0009 CDS_0008

MGV-GENOME-0351387 4019:15078(-)
CDS_0009 CDS_0008

(S E—
MGV-GENOME-0351806 4019:14357(-)
CDS_0054 CDS_0053

OTU_370 30483:40772(-)
CDS_0009 CDS_0008

uvig 206725 3017:14762(-)
CDS_0009 CDS_0008

MGV-GENOME-0351285 4019:15225(-)

CDS 0010  CDS 0008
Cbs_0009

oyl
S,

MGV-GENOME-0277447 3017:14387(-)
CDS_0009 CDS_0008

uvig_103324 4019:15778(-)
CDS_0009 CDS_0008

uvig 165183 4046:15797(-)

CDS_0057  CDS 0052
| cDs. 0053

uvig 260883 30708:40221(-)
CDS_0008

OTU_855 3017:12319(-)
CDS_0009 CDS_0008

MGV-GENOME-0352539 3017:14961(-)
CDS_0053 CDS_0049

I
IMGVR_UViG_3300045988_163541|3300045988|Ga0495776_031571 31596:42969(-)

CDS_0057

uvig_170207 37311:47895(-)
CDS_0054

S
IMGVR_UViG_3300045988_141856|3300045988|Ga0495776_017377 34663:45751(-)

CDS_0008

I 0
IMGVR_UViG_3300045988_153732|3300045988|Ga0495776_137186 3017:13110(-)
CDS_0011

CDS_0008

MGV-GENOME-0351028 3017:14382(-)

CDsS_0055
CDS_0059 TCDS_0054

MGV-GENOME-0351456 34654:46118(-)
CDS_0008

—
MGV-GENOME-0342276 3017:13571(-)
CDS_0008

uvig_237824 3047:14484(-)
CDS_0012 CDS_0008

—
MGV-GENOME-0352258 3017:13474(-)
CDS_0012 CDS_0008

—
MGV-GENOME-0349036 3017:13571(-)
CDS_0009 CDS_0008

uvig 215068 3017:13667(-)
CDS_0053

I
IMGVR_UViG_3300045988_136597|3300045988|Ga0495776_003673 34784:45332(-)
CDS_0008

MGV-GENOME-0340900 4019:15442(-)
CDS_0012 CDS_0008

uvig_392601 3017:14728(-)
CDS_0055

—
MGV-GENOME-0353112 36740:47795(-)
CDS_0009 CDS_0008

MGV-GENOME-0341060 3017:15033(-)

CDS_0057
| cDs. 0056

uvig 547001 35823:47649(-)
CDS_0008

I
IMGVR_UViG_3300045988_125669|3300045988|Ga0495776_003771 4046:14798(-)

CDS_0050
CDS_0055 CDS_0054

i

I —
IMGVR_UViG_3300045988_160140|3300045988|Ga0495776_017317 34925:46467(-)
CDS_0008

MGV-GENOME-0352671 4046:15828(-)
CDS_0008

MGV-GENOME-0340665 4019:15079(-)
CDS_0009 CDS_0008

—
MGV-GENOME-0350874 4019:14756(-)
CDS_ 0057 CDS_0056

D —
IMGVR_UViG_3300045988_163127|3300045988|Ga0495776_048904 36402:47050(-)

CDS_0014 CDS_0008

I S I
IMGVR_UViG_3300045988_158016|3300045988|Ga0495776_137272 4061:16117(-)
CDsS_0008

N
IMGVR_UViG_3300045988_159039|3300045988|Ga0495776_137277 4061:16131(-)

CDS_0009
CDS_ 0010 | CDS 0008

I 0 I
IMGVR_UViG_3300045988_165457|3300045988|Ga0495776_017183 3017:16354(-)
CDS_0008

A —
IMGVR_UViG_3300045988_155018|3300045988|Ga0495776_017410 4046:15305(-)

CDS_0009 CDS_0008

I I
IMGVR _UViG 3300045988 154335|3300045988|Ga0495776_118296 4046:15092(-)
€DS_0008

uvig 36981 4019:14415(-)
CDS_0009 CDS_0008

MGV-GENOME-0351219 4046:16188(-)
CDs_0008

MGV-GENOME-0351146 3017:14405(-)

CDS_0010  CDS 0008
CDS_0011 | CDS_0009

MGV-GENOME-0353397 4046:20475(-)
CDS_0017 CDs_0011

T CDS.0012 |  CDS_0008
CIEaaa_ad
uvig_568312 5031:15929()
CDS_0012
CDS 0011
CDS_0013
a1 aad

MGV-GENOME-0343749 5031:16783(-)
CDS_0012 CDS_0011

c
<

3
%
v
o
v
o
~
w
o
@
=
5N
o
~
o
o

g B ()

CDS_0031
‘| cDs_0030

|

MGV-GENOME-0342744 22256:33555(-)
CDS_0060 CDS_0059

MGV-GENOME-4431976 39133:51222(-)
CDS_0011

MGV-GENOME-0345435 5031:16775(-)

CDS_0012
CDS_0013 | CDS_0011

Norman_125_NODE_6_length_80366_cov_514.475526 5031:17117(-)

CDS_0014
CDS_0015
CDS_0013 CDS_0010

E

IMGVR UVIG 3300029858 000006|3300029858]Ga0245300 100337 6235:17294(-)
CDS 0016  CDS_0011

IMGVR_UViG_3300045988_129516|3300045988|Ga0495776_017409 6033:17258(-)
CDS_0009 CDS_0003

|

uvig 87932 2544:15443(-)

SbeD-like subunit of palindrome specific endonuclease (CDS_0079) DEDDh_I_II_II_IV_V_VI_1 (CDS_0068)
NAD-dependent DNA ligase (CDS_0088) DNA polymerase (CDS_0075)
8§ 83 DNA polymerase (CDS_0076)
5

92 91 90 89 878482 81 80 78 77

IMGVR_UViG_3300045988_164561|3300045988|Ga0495776_122386 37795:83674(-)
F———10000 nt ——

DNA, RNA and nucleotide metabolism head and packaging tail unknown function Defence
N N

67 [ 63] 6058 57

54



