DNA polymerase (CDS_0020)

CDS_0019
CDS_0016CDS_0018 CDS_0026
CDS_0015 |CDS_0017 ‘ CDS_0021 CDS_0022 CDS_0023 CDS_0024 CDS_0025 CDS_0027

MGV-GENOME-0308923 11285:19844(+)

DNA polymerase (CDS_0076)
CDS_0077 CDS_0075 CDS_0074

EE—K { { < K K ]

uvig_152675_ 55775:64756(-)
DNA polymerase (CDS_0048) CDS_0047 CDS_0046

K f 8 X { K I

MGV-GENOME-0312554 39444:48596(-)

DNA polymerase (CDS_0038) CDS_0037 CDS_0036

K f ( B K K 1]

MGV-GENOME-0283931 29294:39660(-)

DNA polymerase (CDS_0020) CDS_0021 CDS_0022

K { K X K K 3

MGV-GENOME-0309936 11339:21187(+)

CDS_0051
DNA polymerase (CDS_0052) | CDS_0050
MGV-GENOME-0314699 41916:51674(-)
95
98 DNA polymerase (CDS_0097) %T 94

CEEK K X K K K

uvig_170207 73688:83446(-)

DNA polymerase (CDS_0038) HNH endonuclease (CDS_0036) CDS_0031
MGV-GENOME-03103%94 28806:37914(-)
CDS_0042
IMGVR _UViG_3300045988_150483|3300045988|Ga0495776_017228 38251:48155(-)
DNA polymerase (CDS_0045) HNH endonuclease (CDS_0043)

MGV-GENOME-0338549 39396:47701(-)
HNH endonuclease (CDS_0022)

K X K K ]

MGV-GENOME-0308481 12240:20562(+)

CDS_0092
CDS.0093 | CDS_0091

O O O < K K S

MGV-GENOME-0351456 71383:79171(-)

DNA polymerase (CDS_0050)

CDS_0051 CDS_0049 CDS_0048 HNH endonuclease (CDS_0046)
MGV-GENOME-0309106 39895:49496(-)
CDS_0096
T CDS_0095 CDS_0094 CDS_0093 HNH endonuclease (CDS_0091)

K [ K B X K ]

MGV-GENOME-0353112 71870:81471(-)
DNA polymerase (CDS_0050)

CDS_0051 CDS_0049 CDS_0048 CDS_0046 CDS_0045
MGV-GENOME-0306290 38950:48552(-)
CDS_0093
| DNA polymerase (CDS_0092)
IMGVR_UViG_3300045988_163127|3300045988|Ga0495776_048904 72340:80133(-)
CDS_0003
CDS_0002 CDS_0001 CDS_0093 CDS_0092 CDS_0087
MGV-GENOME-0353113 1:3994(-), 73168:81562(-)
CDS_0093
| DNA polymerase (CDS_0092)
uvig 327733 1:3997(-), 71297:79183(-)
CDS_0044 CDS_0043
MGV-GENOME-0347618 37151:50646(-)
UvsX-like recombinase (CDS_0050) CDS_0046 HNH endonuclease (CDS_0043)

£ ! < <K X X K O]

MGV-GENOME-0351855 39405:50795(-)

CDS_0042

£ < < K X — K L]

uvig 36981 36175:47170(-)

HNH endonuclease (CDS_0043)

£ ! X <K X K K ]

MGV-GENOME-0350874 38380:49357(-)

CDS_0042

£ ( < K X K K ]

IMGVR_UViG_3300007296_000008|3300007296|Ga0104830_100190 38697:50874(-)

HNH endonuclease (CDS_0043)

£ X X K X HEK K )

IMGVR_UViG_3300006523_000005|3300006523|Ga0101039_100180 40507:52694(-)

HNH endonuclease (CDS_0043)

dEE<K X KX K ]

IMGVR_UViG_3300045988_162219|3300045988|Ga0495776_031700 39021:48410(-)

HNH endonuclease (CDS_0043)

£ < < AC—K X (K K ]

uvig 384210 39210:51980(-)

CDS_0043

CDS_0044 | DNA polymerase (CDS_0042)
( ( Bt X KK < K K K
IMGVR _UViG_3300045988_159039|3300045988|Ga0495776_137277 38369:49182(-)
CDS_ 0046
CDS_0052 CDSfO(ﬂT DNA polymerase (CDS_0045)
C ( K X KK < K K A
uvig 215068 37737:49528(-)
CDS_ 0046
CDS_OO47T DNA polymerase (CDS_0045)
K ( ¢ X KK < KX K K
uvig 237824 38555:51285(-)
CDS_0045
CDS_0046 | CDS_0044
K ( ¢ X KKK H ( K G
MGV-GENOME-0339626 39314:51196(-)
CDS_0047
UvsX-like recombinase (CDS_0052) CDS_O(@T CDS_0046
K ( ¢ K KK < ( K K
MGV-GENOME-0352539 39034:52083(-)
CDS_0045
CDS_0046 | CDS_0044
C ( ! H [CCKK H K K K
MGV-GENOME-0341764 39418:51263(-)
CDS 0045
CDS 0046 | CDS_0044
C ( { X [CKK < KK K K
MGV-GENOME-0340665 39155:51574(-)
CDS_ 0046
CDS 0047 | CDS_ 0045
K ( ¢ & KK < ( K {1
MGV-GENOME-0340900 39514:51506(-)
CDS_0047
CDS_0048 | CDS_0046
K ( K X KK X X K G
MGV-GENOME-0352147 39362:52410(-)
CDS_0044
CDS_0052 CDS_0051 CDS_0045 | CDS_ 0043
¢ K § ¢ X KKK < K K
MGV-GENOME-0350598 36769:50662(-)
CDS_ 0049
CDS 0050 |  DNA polymerase (CDS_0048)
C K § X K KK A K K A
uvig 150623 48868:62341(-)
CDS 0044
CDS 0045 | CDS_0043
K K § ¢ X KT K ( K
MGV-GENOME-0340959 36769:50662(-)
CDS_ 0045
CDS_OO476T DNA polymerase (CDS_0044)
K K § ¢ K KKK X K K
uvig_150364 38558:52858(-)
CDS_0049
| cDs.0048 cDS 0047 CDS_0046
K ( ¢ X KK { { K K K K

IMGVR_UViG_3300045988_165457|3300045988|Ga0495776_017183 39770:52143(-)
CDS_0087 CDS_0086

S nd < K X K K 1

IMGVR_UViG_3300045988_163541|3300045988|Ga0495776_031571 67038:77808(-)

CDS_0044DNA polymerase (CDS_0043)

CX < X O X K K I

IMGVR_UViG_3300045988_168798|3300045988|Ga0495776_100406 38825:49602(-)

CDS_0042DNA polymerase (CDS_0043)

X < < K < K K R

uvig_114118 20649:31426(+)

CDS_0084 CDS_0083 CDS.0082  CDS 0081
K ( ¢ K KK [ ( < K K I
MGV-GENOME-0349462 62444:75796(-)

4746 45 44 43
C ( ¢ K KK ¢ ( X I K K]
MGV-GENOME-0342276 38851:52197(-)

CDS_0073 CDS_0072 CDS.0071  CDS_0070
K ( ¢ X K [ K H KK K
MGV-GENOME-0338233 49414:63213(-)

CDS_0089 CDS_0088 CDS.0087  CDS_.0086

C ( ¢ K K { { K K K 1]
IMGVR_UViG_3300045988_155176|3300045988|Ga0495776_017212 65610:78787(-)

4847 46 45 44
K ( ¢ X KK { { H ( K K
MGV-GENOME-0344727 38789:51974(-)

CDS_0065

CDS_0066 | CDS_0064 CDS_0063

C ( ¢ K KKK H < ( K ]

MGV-GENOME-0342744 55313:67329(-)

DNA polymerase (CDS_0020)

CDS 0021 CDS0019  CDS.0018
K { ¢ B KK { ( < K K G
uvig 230093 12125:24953()
CDS 0042 DNA polymerase (CDS_0038) CDS.0037  CDS_0036

£ < X HOCEAK B ( < { K I

MGV-GENOME-0311553 30182:42825(-)

DNA polymerase (CDS_0046)

CDS_0047 CDS_0045 CDS_0044

S ¢ < < @@ [ ( X K K ]

IMGVR_UViG_3300045988_155179|3300045988|Ga0495776_017290 39530:52738(-)
DNA polymerase (CDS_0045)

CDS_0046 CDS_0044 CDS_0043

S ¢ < < A { K X K K ]

IMGVR_UViG_3300045988_125344|3300045988|Ga0495776_048985 38734:51942(-)
DNA polymerase (CDS_0047)

CDS 0048 CDS.0046  CDS.0045
C ( < K KKK { K < K K ]
IMGVR_UVIG_3300045988_138340|3300045988|Ga0495776 031537 38656:50787()
CDS 0074
T CDs0073 CDS0072  CDS.0071
< < < K { K < [ K A

MGV-GENOME-0335279 50598:62027(-)

DNA polymerase (CDS_0046)
CDS_0047 CDS_0045 CDS_0044

S R < KK { { KK K I

uvig_49059_ 38807:50780(-)

DNA polymerase (CDS_0047)

CDS.0048 |  CDS0046  CDS.0045
K ( X X KK { { X K K G

IMGVR_UViG_3300045988_154276|3300045988|Ga0495776_137143 37541:50606(-)
CDS_0094 CDS_0093 CDS_0092 CDS_0091

S < X KK { { < { K

uvig_5541083 1:3997(-), 71879:81633(-)
5049 48 47 46

( K < X KK { { < K K

MGV-GENOME-0341060 39107:52863(-)
DNA polymerase (CDS_0083)

terminase large subunit (CDS_0088) CDS_0084 CDS_0082
S < < EE—K X < N K ]
IMGVR_UViG_3300029709_000009|3300029709|Ga0245177_100327 64026:77484(-)
CDS_0065
CDS_0066 | CDS_0064 CDS_0063
S < < KKK A < K K ]

MGV-GENOME-0344103 55391:68868(-)

DNA polymerase (CDS_0045)
CDS_0046 CDS_0044

S R X K (O K K K

uvig_ 555557 39715:50567(-)

DNA polymerase (CDS_0049)
CDS_0050 CDS_0048 CDS_0047

S ¢ nd K A f K X KX K

Norman_125_NODE_é_length_80366_cov_514.475526 38876:52562(-)

DNA polymerase (CDS_0045)

CDS_0046 CDS_0044 CDS_0043

S ¢ < X @@ [ K B K K ]

uvig 305063 36586:49821(-)

DNA polymerase (CDS_0089)
90 88 87 86

C X < < T ECK X K K I
uvig 27002 66477:79715()
CDS_0047 CDS_0045
| cps.oo4s | CDS_ 0044
C X < X EE— 18 < N K -
MGV-GENOME-0350107 38295:49846(-)
CDS_0047 CDS_0045

| cDsoo46 | CDS.0044

S nd < EE— X < K K ]

MGV-GENOME-0341790 39986:51531(-)

CDS_0047

| cDs.0046 CDS_0045 CDS_0044
K ( ¢ K KK I ( K K K G
MGV-GENOME-0352258 38760:50905(-)
4746 45 44 43
C ( < X K { K A [ K A
MGV-GENOME-0344472 39770:51908(-)
CDS_0047

T CDS_0046 CDS_0045 CDS_0044

S K < K { { B X K K

MGV-GENOME-0350718 37474:50490(-)

DNA polymerase (CDS_0088)
CDS_0089 CDS_0087 CDS_0086
K ( ¢ K K { { X ( K G

IMGVR_UViG_3300045988_156106|3300045988|Ga0495776_017373 65933:77904(-)

CDS_0042 CDS_0043 CDS_0044 CDS_0045
I < K I { K < K K ]
MGV-GENOME-0336871 20501:33851(+)

CDS_0023

T DNA polymerase (CDS_0022) CDS_0021 CDS_0020

S n < N O U K K H K K 1]

MGV-GENOME-0316897 12482:25832(-)

CDS_0049 CDS_0048 CDS_0047 CDS_0046 CDS_0044

K ( nd K K [ K < K K
MGV-GENOME-0351867 37172:50968(-)

4948 DNA polymerase (CDS_0047) 46 45
K ( ¢ X KKK [ ( H K K G
uvig_392601 40024:53367(-)

CDS_0036

CDS_0037 | DNA polymerase (CDS_0035) CDS_0034
K ( K K (A H < K K K
uvig 166024 29880:43020(-)

47 46 45 44 43

S ! X N O U RO B K K ]

MGV-GENOME-0351060 37177:50363(-)

CDS0047  CDS.0046 CDS 0045  CDS 0044
C ( < X K { { H K K K
MGV-GENOME-0350796 38789:51974()

CDS0048  CDS 0047 CDS.0046  CDS.0045
K { B¢ X KKK { { X ( K

IMGVR_UViG_3300045988_156158|3300045988|Ga0495776_017276 38825:53102(-)

DNA polymerase (CDS_0045)
CDS_0046 CDS_0044 CDS_0043

S ¢ < X A { K X K K ]

uvig 383645 37525:50353(-)

DNA polymerase (CDS_0043)
CDS_0042 CDS_0044 CDS_0045

S < < I { 3 < K K 3

MGV-GENOME-0333655 20722:33548(+)

DNA polymerase (CDS_0046)

CDS_0047 CDS_0045 CDS_0044
OTU_355 36394:50340(-)
CDS_0090
CDS_0094 "DNA polymerase (CDS_0089) CDS_0088

C X < 1K KK X B § K 1]

uvig_543589 67281:79297(-)

CDS_0094UvsX-like recombinase (CDS_0093)

\ [ ¢ (O < KKK X K |

uvig 106279 68531:80548(-)

HNH endonuclease (CDS_0043) CDS_0039 CDS_0037

daadE<K X KX K T

IMGVR_UViG_3300045988_148912|3300045988|Ga0495776_017427 37256:48509(-)

} 5000 nt i

DNA, RNA and nucleotide metabolism head and packaging moron, auxiliary metabolic gene and host takeover other unknown function



