
uvig_541419 1:8741(+)

nicking at origin of replication (CDS_0001)
CDS_0002

portal protein (CDS_0003)

terminase large subunit (CDS_0004)
head scaffolding protein (CDS_0005)

CDS_0006 terminase small subunit (CDS_0007)

MGV-GENOME-0126774 1:9949(+)

nicking at origin of replication (CDS_0001)
CDS_0002

MGV-GENOME-0140426 1:9073(+)

nicking at origin of replication (CDS_0001)
CDS_0002

MGV-GENOME-0130618 1:11575(+)

nicking at origin of replication (CDS_0001)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0002)

CDS_0003

MGV-GENOME-0133198 1:10797(+)

nicking at origin of replication (CDS_0001)
ShosTA__ShosT (CDS_0002)

ShosTA__ShosA (CDS_0003)

MGV-GENOME-0135366 1:11653(+)

nicking at origin of replication (CDS_0001)
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0002)

CDS_0003 CDS_0004

MGV-GENOME-0142759 1:10965(+)

nicking at origin of replication (CDS_0001)

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0120449 1:9557(+)

CDS_0001
Retron__RT_Tot_1 (CDS_0002)

CDS_0003

MGV-GENOME-0106559 1:8137(+)

CDS_0001 CDS_0002

MGV-GENOME-0150394 1:8578(+)

CDS_0001
CDS_0002

AbiP2__AbiP2 (CDS_0003)

MGV-GENOME-0110738 1:8851(+)

CDS_0001
CDS_0002 CDS_0003 CDS_0004

MGV-GENOME-0134400 1:10865(+)

nicking at origin of replication (CDS_0001)
CDS_0002

Lamassu-Fam__LmuA_effector_Hydrolase (CDS_0003)

CDS_0004

TemPhD_cluster_65448 13426:10871(+)

nicking at origin of replication (CDS_0001)
CDS_0002

RloC__RloC (CDS_0003)

tail terminator (CDS_0016)

CDS_0017

baseplate assembly protein (CDS_0018)
baseplate wedge subunit (CDS_0019)

baseplate protein (CDS_0020)

replication initiation protein (CDS_0021)

TemPhD_cluster_45105 1:6483(-), 8917:11823(-)

baseplate protein (CDS_0003)CDS_0006
Rz-like spanin (CDS_0009)

5000 nt

DNA, RNA and nucleotide metabolism connector head and packaging lysis tail unknown function Defence


