dCMP deaminase (CDS_0026)
Autolysin (VF0143) (CDS_0023) 2-aminooxy adenylosuccinate synthetase (CDS_0031)
holin (CDS_0022) dUTPase (CDS_0027)
CDS_0020 CDS_0025 CDS_0029 integrase (CDS_0032)
'CDS_0021 CDS_0024 CDS.0028  CDS_0030 CDS_0033 CDS_0034
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IMGVR_UViG_2531839599_.000001|2531839599|2531921997|586-41088 18005:28697(+)

dCMP deaminase (CDS_0025)
transposase (CDS_0028)
transposase (CDS_0027)
holin (CDS_0021) dUTPase (CDS_0026) | 29

IMGVR_UViG_3300030350_000012|3300030350|Ga0243496_10003]14906-56850 18733:29285(+)

dCMP deaminase (CDS_0026)
transposase (CDS_0029)
dUTPase (CDS_0027)
holin (CDS_0022) | T 28 | 30

IMGVR_UViG_2713897002_000001|2713897002|2713934858|57996-99046 18365:29232(+)

dCMP deaminase (CDS_0026)
CDS_0028
dUTPase (CD5_0027) CDS_0029

IMGVR_UViG_2713897005_000001|2713897005|2713935011|14287-54830 18365:28737(+)

dCMP deaminase (CDS_0026)
dUTPase (CDS_0027)
transposase (CDS_0029)
| 28 30 31

IMGVR_UViG_2724679485_000001|2724679485|2724736846|1-41746 18365:29939(+)

dCMP deaminase (CDS_0025)
dUTPase (CDS_0026) CDS_0028

[ cpsooz7 |

IMGVR_UViG_2663763358_000001|2663763358]2663852105[20366-60858 18364:28694(+)

dCMP deaminase (CDS_0026)
dUTPase (CDS_0027)
28 29 30 31 ribose-phosphate pyrophosphokinase (CDS_0032)
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MVR7UVin27138970067000001|2713897006\ 2713935048 18365:31682(+)

dCMP deaminase (CDS_0026)
27 28 29 30
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IMGVR_UViG_2531839596_000001|2531839596|2531921507 18365:29499(+)

dCMP deaminase (CDS_0026) ribose-phosphate pyrophosphokinase (CDS_0032)
dUTPase (CDS_0027) transposase (CDS_0033) DNA polymerase (CDS_0035)
28 29 30 31 34 36 37
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m\/R_U\/iG_2724679483_OOOOO1|2724679483\2724736778 18365:37484(+)
CDS_0018 CDS.0023 CDS_0024

|MGVRf_UViCL25471322SO,OOOOO1|2547132250\ 2547203647 17798:26489(+)

endolysin (CDS_0023)
CDS_0018 CDS_0024

i#

IMGVR_UViG_2531839600_000001|2531839600/2531922085 17702:25615(+)

CDS_0032
integrase (CDS_0024) CD;_QOSO
CDS_0025 CDS_0029 CDS_0031| anti-repressor (CDS_0033)

IMGVR_UViIG_2547132247_000001|2547132247|2547203555(1-38966 19857:30582(+)
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