replication initiation protein (CDS_0036)
DNA methyltransferase (CDS_0030)
CDS_0033
CDS_0029CDS_0031 CDS_0034
CDS 0028 | CDS_0032 CDS_0035 'CDS_0037

IMGVR_UViG_3300045988_044611|3300045988|Ga0495776_025488 31141:38161(+)

DNA methyltransferase (CDS_0030)
CDS_0032
CDS_0031CDS 0033

IMGVR_UViG_3300045988_102670|3300045988|Ga0495776_070630 31038:38559(+)

replication terminator (CDS_0033)
| cbs_0034

IMGVR_UViG_3300045988_096862|3300045988|Ga0495776_002108 31843:38616(+)

CDS_0032
CDS_0030 | CDS 0033

IMGVR_UViG_3300045988_094854|3300045988|Ga0495776_110278 31090:37654(+)

CDS_0032
| cDs_0033
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CDS_0031
‘| cps_0032

IMGVR_UViG_3300014956_000006|3300014956|Ga0134434_1000324 31050:38135(+)

DNA methyltransferase (CDS_0031)
replication terminator (CDS_0033)
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IMGVR_UViG_3300045988_041439|3300045988|Ga0495776_027507 31072:38072(+)

DNA methyltransferase (CDS_0032)
CDS_0031 | CDS.0033
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replication terminator (CDS_0032)
CDS_0030
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IMGVR_UViG_3300045988_086372|3300045988|Ga0495776_113667 30279:36842(+)
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CDS_0030

MGV-GENOME-0237107 23815:30815(+)

CDS_0030
| cDs 0031

IMGVR_UViG_3300045988_072541|3300045988|Ga0495776_071206 31014:38014(+)
CDS_0027

IMGVR_UViG_3300045988_088226|3300045988|Ga0495776_071562 29130:36130(+)
Druantia_ll_DruM (CDS_0031)CDS_0035

IMGVR_UViG_3300045988_078944|3300045988|Ga0495776_027437 29995:38018(+)

SspBCDE__SspD (CDS_0032)
CDS_0031 'DNA methyltransferase (CDS_0033)

IMGVR_UViG_3300045988_032021|3300045988|Ga0495776_070735 30048:38060(+)

SspBCDE__SspD (CDS_0030)
CDS_0029 CDS_0031

—
MGV-GENOME-0245465 24079:32083(+)

SspBCDE__SspD (CDS_0032)
CDS_0031 DNA methyltransferase (CDS_0033)

MGV-GENOME-0278903 29940:37943(+)

replication terminator (CDS_0032)
DNA methyltransferase (CDS_0030)
CDS_0031
| | cDs.0033

i%

MGV-GENOME-0278851 31076:38600(+)

CDS_0031
| CDS5.0034CDS_0035

MGV-GENOME-0279603 31147:38202(+)

replication terminator (CDS_0032)
CDS_0033
| | cDs_0034

Shkoporov_2019 SRR9161589_NODE _38_length_42234 cov_21.450912 31171:38803(+)
internal virion protein (CDS_0015)

CDS_0016 DNA binding protein (CDS_0019)
CDS_0014 | cps_0017 CDS_0018
L r——————
MGV-GENOME-0231105 11719:29583(+)
CDS_ 0017  CDS_0018 CDS_0022

MGV-GENOME-0207058 11719:25281(+)

DNA binding protein (CDS_0018)
CDS 0017 | CDS_0021

MGV-GENOME-0190463 11608:22720(+)
SspBCDE__SspD (CDS_0022)

CDS_0021 DNA methyltransferase (CDS_0023)

MGV-GENOME-0199318 11719:23856(+)

SspBCDE__SspD (CDS_0022)

ﬁ%

CDS_0018 CDS_0021 DNA methyltransferase (CDS_0023)

A

MGV-GENOME-0221591 11685:27995(+)
CDS_0018

CDS_0022

A

— PO B )

MGV-GENOME-0251058 11685:32605(+)

CDS_0019 CDS_0023

)

)G I Wi B I I I R I I |

MGV-GENOME-0259727 12187:34774(+)
DNA binding protein (CDS_0019)

CDS_0018 | CDS_0022
MGV-GENOME-0203992 11683:24667(+)
CDS_0010
C¢DS_0011

| T CDS.0012CDS 0013 CDS_0017

MGV-GENOME-0173014 8723:18968(+)

replication initiation protein (CDS_0037)
CDS 0038
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nucleoside triphosphate pyrophosphohydrolase (CDS_0033)
CDS 0031 | CDS_0036

MGV-GENOME-0276545 31244:38137(+)
CDS_0030
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nucleoside triphosphate pyrophosphohydrolase (CDS_0031)

IMGVR_UViG_3300007222_000029|3300007222|Ga0104061_100797 30819:37105(+)
CDS_0025

MGV-GENOME-0238687 25312:31077(+)
CDS_0032

IMGVR_UViG_3300045988_084849|3300045988|Ga0495776_025449 31235:37957(+)
CDS_0028 CDS 0030

MGV-GENOME-0266688 29506:36229(+)
Druantia_ll__DruM (CDS_0031)

I
MGV-GENOME-0271922 30002:36356(+)
Druantia_ll__DruM (CDS_0031)

IMGVR_UViG_3300045988_079063|3300045988|Ga0495776_113573 30570:36782(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0032)

Druantia_ll_DruM (CDS_0030)

IMGVR_UViG_3300010278_000413|3300010278|Ga0129311_1000030|74213-115169 30152:37525(+)

CDS.0025

MGV-GENOME-0213657 22218:26921(+)
CDS_0031

MGV-GENOME-0291274 31060:37146(+)
CDS_0032

MGV-GENOME-0264834 29785:35872(+)

SspBCDE__SspD (CDS_0025)
CDS_0024 DNA methyltransferase (CDS_0026)

I
MGV-GENOME-0189526 15017:22224(+)
SspBCDE__SspD (CDS_0020)

CDS_0019 nucleoside triphosphate pyrophosphohydrolase (CDS_0023)

|
|

MGV-GENOME-0186734 12221:22289(+)

SspBCDE__SspD (CDS_0032)
CDS_0031 CDS_0033

IMGVR_UViG_3300045988_079971|3300045988|Ga0495776_001088 30572:37778(+)
CDS_0032

IMGVR_UViG_3300045988_060749|3300045988|Ga0495776_085945 28018:35109(+)

SspBCDE__SspD (CDS_0032)
CDS_0033
| | cps.0o34

CDS_0031

IMGVR_UViG_3300045988_092210|3300045988|Ga0495776_027436 30811:38017(+)

CDS_0024
CDS_0025 CDS_0027

I
MGV-GENOME-0217273 19919:27646(+)
CDS_0025

—
MGV-GENOME-0205760 17154:24881(+)

CDS_0013

T CDS_0014 nucleoside triphosphate pyrophosphohydrolase (CDS_0020)

MGV-GENOME-0171142 9738:19607(+)

DNA methyltransferase (CDS_0031)
CDS_00§‘ 0 gDS_OOSS
| cbs_0032

MGV-GENOME-0313234 31718:37794(+)

ijcleoside triphosphate pyrophosphohydrolase (CDS_0033)
DNA methyltransfera§e (CDS_0031)
CDS_0030 CDS_0032

MGV-GENOME-0271267 30618:37331(+)

DNA methyltransferase (CDS_0031)
CDS.0030 | CDS 0032

MGV-GENOME-0276735 31224:37656(+)
CDS_0030 DNA methyltransferase (CDS_0031)

MGV-GENOME-0274856 30988:37180(+)
replication terminator (CDS_0030)

MGV-GENOME-0269086 31826:36667(+)
CDS_0018 CDS_0023

MGV-GENOME-0200489 12221:24635(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0021)

MGV-GENOME-0185827 12221:22139(+)
CDS_0018

nucleoside triphosphate pyrophosphohydrolase (CDS_0023)

A

MGV-GENOME-0218157 12224:27913(+)
CDS_0023

)

MGV-GENOME-0223161 12221:24775(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0024)

RecT-like ssDNA annealing protein (CDS_0027)

|

MGV-GENOME-0214826 14029:27093(+)

CDS_0030

nucleoside triphosphate pyrophosphohydrolase (CDS_0023)

)

MGV-GENOME-0215021 12188:27126(+)

replication terminator (CDS_0026)
CDS_0025 | CDS 0027

EE—
MGV-GENOME-0194948 15790:23701(+)

anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)

holin (CDS_0024)

CDS.0022 | CDS_0030

IMG_VR_UViG_3300045988_083011|3300045988\GaO495776_159333 27419:36001(+)
holin (CDS_0024) CDS_0029

I —
IMGVR_UViG_3300045988_089404|3300045988|Ga0495776_127819 27521:35670(+)

replication terminator (CDS_0029)
CDS_0025 CDS_0030

%

|MWR_UVIG_3SOOO45988_080001|3300045988\630495776_178171 26419:36138(+)
CDsS_0025 CDS_0028

?

|MER?UVi6733000300297000333|3300030029\Ga024528471000074|8534-49012 27367:36551(+)

CDS_0028

?

IMGVR_UVIG_3300045988_081572|3300045988|Ga0495776_148184 27196:36529(+)
CDS_0029

?

—
MGV-GENOME-0313901 27375:36589(+)
holin (CDS_0024) CDS_0031

MGV-GENOME-0277203 27408:37715(+)

DNA methyltransferase (CDS_0029)
CDS_OOES CDS_0031
CDS_0026 | CDS_0030

i

MGV-GENOME 0299270 27455:36395(+)

holin (CDS_0024)
CDS_0022

\ CDS_0025
CDS 0023] ~ CDS_0027

?

MGV-GENOME-0291867 27498:35570(+)

DNA methyltransferase (CDS_0024)
replication terminator (CDS_0026)
23 | 25 27

=
O

)

IMGVR_UViG_3300045988_114301|3300045988|Ga0495776_085880 12221:34788(+)

DNA methyltransferase (CDS_0024)
replication terminator (CDS_0026)
23 | 25 27

)

MGV-GENOME-0260675 12221:34788(+)
CDS_0037 CDS_0041 CDS_0042

IMGVR_UViG_3300045988_044551|3300045988|Ga0495776_002199 31217:39710(+)

CDS_0035
CDS_0034 |

IMGVR_UViG_3300045988_098074|3300045988|Ga0495776_173393 31519:38976(+)
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