CDS_0005

CDS_0004
CDS_0002 CDS_0006 CDS_0008
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MGV-GENOME-0257963 282:4492(+)

CDS_0056
CDS_0057]

MGV-GENOME-0219623 27087:31298(-)
CDS_0003

MGV-GENOME-0281398 283:4105(+)

CDS_0066 CDS_0062
CDS_0067 CDS_0063]
MGV-GENOME 0246482 31716:36169() -
71 70 69 ATP-dependent protease (CDS_0068) 67
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Wvig 34351 32481:43348(-)
CDS_0063
CDS_ 0064 CDS_0058

MGV-GENOME-0250290 31817:36607(-)
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uvig_120652 31156:35319(-)

phosphofructokinase (CDS_0059)
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MGV-GENOME-0252218 2:3699(+)
phosphofructokinase (CDS_0001)
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uvig_102020 3:3805(+)

phosphofructokinase (CDS_0071)
CDS_0072

—
uvig 473721 32313:37528(-)

phosphofructokinase (CDS_0069) CDS_0062
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uvig_266964 32954:37715(-)

CDS_0001
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MGV-GENOME-0216719 3:2996(+)

69  ATPase (CDS_0068) 67 DNA polymerase (CDS_0066) phosphofructokinase (CDS_0065)
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head maturation protease (CDS_0006)

1 2 3 4 5 | phosphofructokinase (CDS_0007)
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uvig_509630 58:10367(+)
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MGV-GENOME-0290587 58:7783(+)
CDS_0001 CDS_0002 CDS_0003  CDS_0004

MGV-GENOME-0287457 58:7904(+)

4000 nt 1

DNA, RNA and nucleotide metabolism head and packaging other unknown function




