HP-NAP (VF0052) (CDS_0034) SigE (VF0295) (CDS_0040)
CDS_0030 CDS_0035 CDS_0037 CDS_0041 CDS_0043
GroEL (VF0594) (CDS_0029) CDS_0031 CDS_0032 CDS_0033 ‘[cDs.0036 | CDS_0038CDS_0039 CDS_0042

I
I

IMGVR_UViG_3300045988_183154|3300045988|Ga0495776_005391 31232:39714(+)

CDS_0036
CDS_0035 CDS_0037 CDS_0043

uvig_46977 31943:41321(+)

CDS_0037
CDS_0036 CDS_0038 CDS_0043

SRS011134_a1_ct30776 33550:40744(+)

CDS_0037
CDS_0033 CDS_0035 | CDS_0038CDS_0039

uvig 245132 33551:41179(+)

CDS_0039
CDS_0038 CDS_0040

MGV-GENOME-0345502 34414:42036(+)

CDS_0085
CDS_0089 CDS_0088 CDS_.0086 | CDS 0084 CDS_0079
EEDETTTTO—{ & O R O O——
MGV-GENOME-0341526 56624:64943(-)
CDS_0039

CDS_0038 CDS_0040

uvig_63824 33348:40947(+)
CDS_0038 CDS_0039

MGV-GENOME-0363729 32750:40349(+)

CDS_0042
CDS_0038 CDS_0039 CDS_0041 |  CDS 0043

MGV-GENOME-0368522 33253:42298(+)
CDS_0086 CDS_0085

MGV-GENOME-0358602 53493:62538(-)

CDS_0040
CDS_0039
CDS_0038 | cDs_0041

MGV-GENOME-0368812 33122:42193(+)

CDS_0040
CDS_003%
CDS_0033 CDS_0038 | cDs_0041

MGV-GENOME-0368858 33219:42355(+)

3000 nt 1

other unknown function Virulence
I



