
IMGVR_UViG_3300045988_116494|3300045988|Ga0495776_122541 35963:43605(+)

CDS_0031
CDS_0032

endolysin (CDS_0033)

CDS_0034

CDS_0035

CDS_0036
CDS_0037

CDS_0038
CDS_0039

CDS_0040
anaerobic ribonucleotide reductase small subunit (CDS_0041)

IMGVR_UViG_3300029496_000002|3300029496|Ga0244086_100049 36395:44141(+)

CDS_0036

uvig_16220 35964:44680(+)

CDS_0036

MGV-GENOME-0372496 35963:45444(+)

CDS_0036 AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0037)

IMGVR_UViG_3300045988_133457|3300045988|Ga0495776_150918 36602:48029(+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0038)
CDS_0039

Lamassu-Fam__LmuA_effector_Cap4_nuclease_II (CDS_0040)

Ma_2019_SRR413714_NODE_73_length_122585_cov_3.736383 35963:47682(+)

36 37
38

39 AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0040)

uvig_144822 36598:49227(+)

glutamine amidotransferase (CDS_0038)
39 40 41 42 43

uvig_267308 36609:53715(+)

37

mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0038)
BlaR1 family beta-lactam sensor/signal transducer (NF000326.1) (CDS_0039)

40 41 42 43 44
PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NF000237.1) (CDS_0045)

IMGVR_UViG_3300045988_187704|3300045988|Ga0495776_181005|12666-128189 36190:44409(+)

CDS_0037
anaerobic ribonucleoside reductase large subunit (CDS_0041)

PhoH-like phosphate starvation-inducible (CDS_0042)

MGV-GENOME-0375941 36165:46055(+)

integrase (CDS_0037)
CDS_0038

MGV-GENOME-0375948 36190:57074(+)

37

terminase small subunit (CDS_0038)
HNH endonuclease (CDS_0039)

40 41 42 43 44 45 46 47
DNA methyltransferase (CDS_0048)

49 50 51 52
integrase (CDS_0053)

54

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function Defence

AMR


