153 166
151 154 156 165 168
T152] T 155 [157 158 159160 161 162 163 164 | 167/169170172 173 174 175

MGV-GENOME-0379160 111212:132576(+)

220 213
227 221 215
T 226 222 | 219 218 217 216 214212

MGV-GENOME-0379107 162816:183718(-)

196
198
207 203 202 201 200 199 197 195 190

MGV-GENOME-0379167 147531:168489(-)

49
3637 4243 44 45 46 47 48]50 51

MGV-GENOME-0376129 22261:43370(+)

203 194192 184
209 208 204 | 202 201200 199 198 197 196 195 193 191 185 183

uvig_528282 145195:170834(-)

178
179
180 | | 177 176 175 174 170 167

MGV-GENOME-0378335 134435:153317(-)

CDS_0077
[ €DS_0080 Retron_IX_HEPN domain (CDS_0081)

MGV-GENOME-0376990 45237:59620(+)

27
24252628 31

uvig 19000 10074:24886(+)

215 213 207 197
T 214 T212 208 [ 206205 204203 202 201 200 199 198 | 196 195

MGV-GENOME-0379290 147264:172651(-)

10000 nt 1

unknown function Defence
I



