minor tail protein (CDS_0077)

CDS_0071 minor tail protein (CDS_0075) endolysin (CDS_0078)
CDS_0070 TCDS_0072 CDS_0073 CDS_0074 tail protein (CDS_0076) CDS_0079

Mycobacterium_phage_Jabiru 41060:50528(+)
anti-RM (APIS063) (CDS_0067) CDS_0072

CDS_0068 T CDS_0073 tail protein (CDS_0076)
C I KA O — A —
JX042578.1 41042:51503(+)
CDS_0075 tail protein (CDS_0078)
C K HEH O ! ) > )
Mycobacterium_phage_Micasa 40812:51104(+)
CDS_0071
A HICKD LA ) ) b= )

Mycobacterium_phage_Bluefalcon 40731:51029(+)

CDS_0070 CDS_0071 tail protein (CDS_0074)

K d 0 ) A - ) )

Mycobacterium_phage_Lev2 41458:50669(+)

tail protein (CDS_0073)

K O+ ) A > )

Mycobacterium_phage Tiger 41123:50330(+)

CDS_0057
T cps_0058 tail protein (CDS_0063)
A O ) ) 1 ) )

Mycobacterium_phage Archetta 38600:47407(+)

tail protein (CDS_0075) endolysin (CDS_0077)

R 0 ) HEED— — )

Mycobacterium_phage_PetterN 41679:51119(+)

HNH endonuclease (CDS_0072) tail protein (CDS_0075)

- e — AT — )

NC_054775.1 41250:50691(+)

tail protein (CDS_0076) endolysin (CDS_0077)

K (O ) — —

Mycobacterium_phage_Naca 42040:51592(+)

CDS_0064
[ CDS_0065 CDS_0066 CDS_0071
A
& <A HG-E— - O ) )
NC 0423121 39642:50776(+)
CDS 0070
CDS_0071 CDS 0072 CDS_0073
!
& KA HAE—d @ e ) )
Mycobacterium_phage_Bonamassa 39471:51172(+)
CDS_0071
CDS_0065 €bs_0072 CDS_0073

G KA HIAE&—a O I )

Mycobacterium_phage_Tarynearal 39166:51141(+)

CDS_0072 CDS_0074
CDS_0064 CDS_0067 CDS_0068 cbs_0073

O@C - E-aEE-a s ) ) -

Mycobacterium_phage_Dublin 39143:50278(+)

CDS_ 0071 CDS_0073
cbs 0072

& HOEEA HI@@-a@ O ) )

Mycobacterium_phage MarysWell 39693:51467(+)
t 4000 nt {

DNA, RNA and nucleotide metabolism lysis tail unknown function Anti-defence



