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Mycobacterium_phage_Dublin 17789:28118(+)
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Mycobacterium_phage_MarysWell 17869:28360(+)
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Mycobacterium_phage_Midas2 17869:28435(+)
CDS_0021 CDS_0025 CDS_0026 CDS_0031
(I e G D OEKEEEK K KX
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Mycobacterium_phage_Jabiru 15927:24880(+)
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Mycobacterium_phage_Naca 16042:25465(+)
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Mycobacterium_phage_Chadwick 15560:25020(+)
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DNA, RNA and nucleotide metabolism integration and excision other tail unknown function



