thymidylate synthase (CDS_0035)

CDS_0031 CDS_0033

CDS_0029 CDS_0030] CDS_0032 CDS_0034 CDS_0036

sigma-K factor (CDS_0040)
CDS_0039
ribonucleotide reductase (CDS_0037)CDS_70O?8

¢ K —

K L |

Mycobacterium_phage_Jordennis 20272:27969(+)

CDS_0036
¢ KK KX = XX |
Mycobacterium_phage_Blinn1 20738:28344(+)
CDS_0029 CDS_0032 CDS_0035
K KKK KX H K XX |
Mycobacterium_phage_Priamo 20307:28007(+)
ribonucleoside reductase class I (CDS_0036)
RNA ligase (CDS_0035) endonuclease (CDS_0037) CDS_0042
X K ( = K XK K |

Mycobacterium_phage_Zulu 22269:29529(+)

CDS_0031 ribonucleoside reductase class Il (CDS_0035) endonuclease (CDS_0036)

O KK — X

Mycobacterium_phage_WunderPhul 21915:29148(+)
CDS_0028 CDS_0033 CDS_0034

K KKK K K

NC_054780.1 19930:28468(+)
} 3000 nt i

DNA, RNA and nucleotide metabolism other transcription regulation unknown function



