
IMGVR_UViG_3300045988_125569|3300045988|Ga0495776_099965 26144:29782(+)

CDS_0038
CDS_0039

CDS_0040

CDS_0041
CDS_0042

CDS_0043
CDS_0044

CDS_0045
CDS_0046

CDS_0047

CDS_0048 CDS_0049 CDS_0050

IMGVR_UViG_3300045988_135324|3300045988|Ga0495776_020410 26772:30416(+)

CDS_0046

uvig_595427 26960:29505(+)

CDS_0044

MGV-GENOME-0297016 25920:29874(+)

Retron_VI__HTH (CDS_0039)
Retron_VI__HTH (CDS_0040) CDS_0043

Sak-like ssDNA annealing protein (CDS_0047)
HNH endonuclease (CDS_0049)

uvig_204113 28190:32670(+)

CDS_0046 CDS_0048
CDS_0050

CDS_0051

IMGVR_UViG_3300045988_128719|3300045988|Ga0495776_157464 25509:31458(+)

CDS_0035 CDS_0036 CDS_0037 CDS_0043 CDS_0045

IMGVR_UViG_3300045988_147295|3300045988|Ga0495776_135539 24097:29523(+)

CDS_0041

uvig_344323 27997:33483(+)

transcriptional regulator (CDS_0045)
Retron_VI__HTH (CDS_0046)

48 49 50 51 52 53

IMGVR_UViG_3300045988_146077|3300045988|Ga0495776_019030 25183:32898(+)

CDS_0041
CDS_0042

integrase (CDS_0043) CDS_0044 CDS_0045 CDS_0046 CDS_0047

3000 nt

DNA, RNA and nucleotide metabolism integration and excision transcription regulation unknown function Defence


