tail length tape measure protein (CDS_0038)
tail Erotein (CDS_0037) tail protein (CDS_0040) HTH DNA binding protein (CDS_0048)
tail protein (CDS_0036) 39 4142 43 44 45 46 47 49 50 51 52 53

%ﬁ

IMGVR_UViG_2765235967_000001|2765235967|2765259575|719740-762310 25548:38428(+)

HTH DNA binding protein (CDS_0045)
44 | 46 47 48

IMGVR_UViG_2551306149_000005|2551306149|2551350118|2-39820 25548:35676(+)

HTH DNA binding protein (CDS_0045)
HicB-like antitoxin (CDS_0044)
36 4243 T 46 47 48

IMGVR_UViG_2872308662_000002|2872308662|2872308662|3413931-3456346 27984:38495(+)

HTH DNA binding protein (CDS_0044)
42 43 45 46

i%

IMGVR_UViG_2568526725_000002|2568526725]2568595167(120418-160877 24835:38406(+)

HTH DNA binding protein (CDS_0041)
3839 40 | 42

IMGVR_UViG_2609460110_000002|2609460110|2609532675|98104-136274 26167:36117(+)

HTH DNA binding protein (CDS_0038)
Ler (VFO189) (CDS_0037)
36 T 39 40 41

IMGVR_UViG_2627853675_000002(2627853675| 2627878747|2385373-24254?27067:37909(4-)

HTH DNA binding protein (CDS_0037)
36 T 38 39 40

IMGVR_UViG_2648501102_000002(2648501102|2648501122|2524874-2563855 26623:36850(+)

HTH DNA binding protein (CDS_0040)
Ler (VF0189) (CDS_0039)
38 41 42 43 44

%ﬁ

IMGVR_UViG_2718217782_000004|2718217782|2718227946|1460971-1501260 26458:_3‘8158(+)

HTH DNA binding protein (CDS_0041)
transcriptional repressor @5_0039)
Ler (VF0189) (CDS_0037)
toxin (CDS_0038)
36 | T | 40 | 42 43 44 45

IMGVR_UVIG._2630968882_000002|2630968882|2631029894|731438-772568 27537:38999(+)

HTH DNA binding protein (CDS_0039)
Ler (VF0189) (CDS_0038)
37 | 40 41 4243

!%

IMGVR_UViG_2558860232_000002|2558860232] 255886781ﬁ8671 18-903588 24937:33938(+)

Ler (VFO189) (CDS_0038)
37 [ 39 404142

i%

_—
IMGVR_UViG_2872314750_000003|2872314750|2872314751|1582477-1618232 24937:33223(+)

HTH DNA binding protein (CDS_0048)
toxin (CDS_0045)  CDS_0049
"[CDS_0047|  |CDS_0050 CDS_0052

\MGVR_UViG_2879869495_000002|2879869495\2879869496|2919539-296_4113—31451:42554(+)

HTH DNA binding protein (CDS_0042)
41 [ 43 44 45

\MGVR_UViG_2713897186_000001|2713897186\27?951481I70870—111307 28779:37210(+)

HTH DNA binding protein (CDS_0043)
39 41 42 [ 44 45

IMGVR_UViG_2907709766_000002|2907709766|2907709767|1064934-1103329 25707:36375(+)

HTH DNA binding protein (CDS_0042)
40 41 | 43 44

IMGVR_UViIG_2651869841_000002|2651869841[2651908602|47129-84619 25707:35470(+)

HTH DNA binding protein (CDS_0043)
tail protein (CDS_0036) 41 42 | 44 45

IMGVR_UViG_2609460111_000002|2609460111]2609532685(67214-104704 25707:35470(+)

HTH DNA binding protein (CDS_0041)
~€DS_0042
CDS_0039 | ]cps_0043

CP000624.1 25133:34669(+)

toxin (CDS_0048)
CDS_0046 CDS_0047 CDS_0050

IMGVR_UViG_2907722492_000002(2907722492|2907722493|3152062-3195544 29107:41429(+)

HTH DNA binding protein (CDS_0048)
45 46 47 49

%%

IMGVR_UViG_2554235374_000002|2554235374|2554308915|3152062-3194827 29107:40712(+)

phosphoadenosine phosphosulfate reductase (CDS_0042)
DNA methyltransferase (CDS_0043)

IMGVR_UViG_645058826_000004|645058826| 6450588597329864 19772 26043:36785(+)

rolling circle DNA replication initiation (CDS_0048)
HTH DNA binding protein (CDS_0051)
transposase (CDS_0047)
42 43 44 45transposase (CDS_0046) | 49 50 52 53

E #

IMGVR_UViG_2872302641_000003|2872302641|2872302641(2075720-2123221 26525:45448(+)
rolling circle DNA replication initiation (CDS_0047)

H i‘H DNA binding protein (CDS_0050)
transposase (CDS_0046)
42 43 44 45 | 48 49 51 52

IMGVR_UViG_2634166469_000004|2634166469|2634543061|2076107-2122065 26525:43905(+)

7000 nt 1

DNA, RNA and nucleotide metabolism connector integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
|

unknown function Virulence
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