
uvig_333732 11720:32686(+)

23
ATPase (CDS_0024)

DNA transposition protein (CDS_0025)
transposase (CDS_0026)

27
2829 30 31 32 33 34 35 36 37 38

39
40

41
endolysin (CDS_0042)

uvig_223799 11920:32606(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033 endolysin (CDS_0040) CDS_0041

SAMN00791986_a1_ct15489_vs1 11741:37838(+)

29 30 31 32 33 34 35

Nucleoside diphosphate kinase (VF0851) (CDS_0036)
37

38 39 42

uvig_333770 11741:33544(+)

29 30 31 32
33

34 35

uvig_234205 11154:31859(+)

22
27

28
29

30
31

32 33
34

35 36 39

MGV-GENOME-0196409 11666:25668(+)

28 29 30 31 32 33 39

MGV-GENOME-0179111 13420:22827(+)

CDS_0029
anti-repressor Ant (CDS_0030)

CDS_0035

Han_2018_ERR1398201_NODE_418_length_37483_cov_216.962007 12053:34555(+)

29 30 31 32 33

CmlA/FloR family chloramphenicol efflux MFS transporter (NF033134.0) (CDS_0034)

35
36

37 38

SRS015782_a1_ct13804_vs01 12442:34896(+)

28 30 31 32 3334 35 38

uvig_244943 11867:30458(+)

CDS_0027

CDS_0028
CDS_0030

CDS_0031
CDS_0032

CDS_0033

CDS_0034

uvig_142211 11473:37124(+)

29 30 31
32

33 34

Nucleoside diphosphate kinase (VF0851) (CDS_0035)
36

37 38

uvig_25033 12220:40632(+)

28 31 32 3334 35 36 37 38
39

40

Nucleoside diphosphate kinase (VF0851) (CDS_0041)
42

43 44

uvig_22355 10873:34303(+)

27 28 29 30
31

32 333435 36 41

MGV-GENOME-0200306 10870:24081(+)

CDS_0027 CDS_0028

IMGVR_UViG_3300014952_000175|3300014952|Ga0134432_100045|69839-108748 11974:37261(+)

30 32 33
34

35 36

DNA polymerase exonuclease subunit (CDS_0037)

38 39

uvig_301674 11623:30612(+)

2728 29 30 31 32 37

MGV-GENOME-0211713 12085:27156(+)

CDS_0031 CDS_0032 CDS_0033

MGV-GENOME-0231984 11236:25747(+)

CDS_0028
CDS_0030

CDS_0031

SAMN00791954_a1_ct24494_vs1 12082:30965(+)

32 33 34 35 36 37

uvig_431 12362:42622(+)

29 30 31 32 33 34 35 36 37 38 39 40 41 42

MGV-GENOME-0259736 13508:30027(+)

34 35
36

37

38 39 40

uvig_79872 14367:29893(+)

CDS_0031
CDS_0032

CDS_0033

uvig_474347 12971:26780(+)

CDS_0031 CDS_0032

SAMEA2737718_a1_ct12300_vs1 11054:26511(+)

29 30
31

32 33

uvig_310678 12432:31083(+)

33 34
35

36 37 38 39 40

MGV-GENOME-0211049 12575:26239(+)

CDS_0033 CDS_0034 CDS_0035

MGV-GENOME-4412473 13820:27911(+)

CDS_0029
CDS_0032

CDS_0033

MGV-GENOME-0238116 12575:31232(+)

33 34 35 36 37 38

MGV-GENOME-0214808 12570:24802(+)

CDS_0033 CDS_0034

MGV-GENOME-0255167 13773:26600(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

MGV-GENOME-0258831 13773:27195(+)

CDS_0030
CDS_0031

CDS_0032

CDS_0033

MGV-GENOME-0230071 13773:29639(+)

30 31
32

33 34

MGV-GENOME-0257041 13823:34214(+)

33 34 35
36

37 38
39

40 41 42 43
44

45 46

MGV-GENOME-0244892 13809:31119(+)

33 34 35
36

37
38

39 40

MGV-GENOME-0251067 13823:33189(+)

33 34 35
36

37 38
39

40
41

42 43

MGV-GENOME-0280915 14439:32986(+)

35 36 37 38
39

40
41

42 43

MGV-GENOME-0261594 13823:33025(+)

33 34 35 36 37
38

39
40

41 42

uvig_273330 13823:33786(+)

33 34 35
36

37 38 39 40 41

MGV-GENOME-0243319 13162:31972(+)

32 3334 35 36
37

38
39

40 41

MGV-GENOME-0279144 13823:38339(+)

33 34 35 36 37

Zorya__ZorB (CDS_0038)
Zorya__ZorB (CDS_0039)

40 41 42
43

4445 46

MGV-GENOME-0284975 13814:34542(+)

32 33 34
35

36 37 38
39

40
41

42
43

44 45 46

uvig_450332 13823:44468(+)

33 34 35
36

37 38 39 40 41 42 43 44 45
46

47 48

uvig_337074 12657:37794(+)

30 31 32
33

34 35 36 37 38 39 40 41 42 43 44 45

uvig_522659 12405:36208(+)

30 32 33 34
35

36 37 38 39 40 41 42 43 44

Ma_2019_SRR413738_NODE_479_length_48218_cov_10.375330 13504:44495(+)

33 34 35
36

37 38 39 40 41 42
tail length tape measure protein (CDS_0043)

tail protein (CDS_0044)

45 46 47 48

SAMN00792083_a1_ct5312_vs1 13504:40577(+)

33 34 35
36

37 38
tail length tape measure protein (CDS_0039)

tail protein (CDS_0040)

41 42 43 44

uvig_574121 13962:33214(+)

32 33
34

35 36 37 38 39 40

MGV-GENOME-0268177 11917:23620(+)

CDS_0030

CDS_0032
CDS_0033

CDS_0034

CDS_0035

MGV-GENOME-0255626 11924:33018(+)

33 34 35 36 37 38 39 40

MGV-GENOME-0232228 11678:30869(+)

31 32 33 34 35 36 37

uvig_233484 12625:29761(+)

29 30 32 33
34

protease (CDS_0035)

36 37

MGV-GENOME-0280667 13148:34846(+)

CDS_0032 CDS_0033

CDS_0034
tail fiber protein (CDS_0035)

uvig_239947 13578:32698(+)

34 35
transcriptional regulator (CDS_0036)

PD-Lambda-2__PD-Lambda-2_A (CDS_0037)

38 39 40

MGV-GENOME-0246181 13578:25352(+)

CDS_0034

MGV-GENOME-0178764 13165:22774(+)

CDS_0030 CDS_0031

MGV-GENOME-0262353 12873:35445(+)

31 32 33

transposase (CDS_0034)

35
36

3738 39 40 41 42

uvig_125187 12873:35924(+)

33 34 35 36 37 38
39

40

MGV-GENOME-0264915 12873:34360(+)

33 34 35 36 37
38

tail protein (CDS_0039)

MGV-GENOME-0252813 12873:33821(+)

33 34 35 36 3738 tail protein (CDS_0039)

MGV-GENOME-0267684 12412:36456(+)

30 31 32 33 34 35 36
37

tail protein (CDS_0038)

uvig_135629 13641:35627(+)

32 33 34 35 36
37

38
39

4041 42

MGV-GENOME-0257266 13641:34554(+)

32 33 34 35
transcriptional regulator (CDS_0036)

3738 tail fiber protein (CDS_0039)

uvig_521546 13587:34277(+)

30 31 32 33
34

35

uvig_438868 12963:28428(+)

transcriptional repressor (CDS_0029)

CDS_0030
CDS_0031

CDS_0032

uvig_177763 13595:33800(+)

29 30 31 3233 34

MGV-GENOME-0261291 13598:35253(+)

30 31 32 33
34

35
36

tail protein (CDS_0037)

uvig_228426 13580:39420(+)

34 35 36 37 38

transcriptional regulator (CDS_0039)

40 41 42
43

44 50

MGV-GENOME-0274462 13580:37002(+)

34 35 36 37 38

transcriptional regulator (CDS_0039)

40
41

tail fiber protein (CDS_0042)

uvig_289002 13102:28704(+)

33 34 35 36 37 38 39

MGV-GENOME-0279683 13896:33066(+)

29

anti-repressor Ant (CDS_0030)

32 33
34

35 tail fiber protein (CDS_0036)

MGV-GENOME-0252856 13420:31474(+)

CDS_0029

anti-repressor Ant (CDS_0030)
CDS_0031

tail fiber protein (CDS_0032)

uvig_238679 13897:36453(+)

32
33

34 35 36 37 38
39

40 41

uvig_30353 12776:37668(+)

29 30 31 32
33

34 35 36 37 38 39
40

41

MGV-GENOME-0252735 12779:33774(+)

29 30 31 32
33

34 35
36

tail protein (CDS_0037)

MGV-GENOME-0267939 14375:32264(+)

CDS_0032
CDS_0033

CDS_0034
tail protein (CDS_0035)

MGV-GENOME-0235054 13188:30931(+)

CDS_0030

CDS_0031
CDS_0032

tail fiber protein (CDS_0033) CDS_0036

MGV-GENOME-0231867 13188:30299(+)

CDS_0030
CDS_0031

tail fiber protein (CDS_0032)

uvig_253435 13061:33082(+)

31 32 33 3435 36

uvig_196146 13044:36172(+)

3132 33 34
35

36 37 38
39

40
41

42

MGV-GENOME-0254565 13044:34094(+)

3132 33 34
35

36 37
38

39 tail protein (CDS_0040)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other tail transcription regulation unknown function Defence Virulence AMR


