Lar-like restriction alleviation protein (CDS_0032) transcriptional regulator (CDS_0042)
Ren-like exclusion protein (CDS_0035) transcriptional regulator (CDS_0039)
exonuclease (CDS_0034) CDS_0041
CDS_0033 CDS_0036 CDS_0037 CDS_0038 CDS_0040 CDS_0043 CDS_0044
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MGV- GENOME 0210922 17261:23799(+)
anti-termination protein Q-like (CDS_0028) CDS_0033 CDS_0034 CDS_0035

MGV-GENOME-0246233 24408: 30132(+)
CDS_0025 CDS_0026 CDS_0027

MGV-GENOME-0202696 16751: 22436(+)
CDS_0040 CDsS_0041 CDS_0043

uvig_ 291578 31473; 36459(+)
CDS_0033 CDS_0034

MGV-GENOME-0235572 24402:29217(+)
CDS_0045 CDS_0046

uvig_: 421837 37247: 42029(+)
CDS_0044 CDS_0045  CDS_0046

IMGVR UV|G 2563366978_.000001|2563366978|2563400329 37011:42376(+)

CDS_0039
CDS_0040 CDS_0038

IMGVR_| UV|G 2648501186_000001|2648501186|2648508420 27441:32650(-)

CDS_0040
CDS_0039 CDS_0041

MGV-GENOME-0273094 29635:34857(+)

CDS_0041
CDS_0040 CDS_0042

IMGVR_UViG_2740892273_000003|2740892273|2740967584 34539:39676(+)

2000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover transcription regulation unknown function




